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Leu Ser Phe Leu lie Ser Asp Trp Pro Pro Pro Thr Gly Ser Ala Xaa 
20 25 30 

His Lys lie Leu Arg Leu Met Val Val Gin Arg Leu Ser Leu Leu Asp 
35 40 45 

Gin Arg Lys A3:g Trp Ser Glu Ala Xaa 
50 55 



(2) INPORMATICJN FOR SEQ ID NO: 361: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUETJCE DESCRIPTION: SEQ ID NO: 361: 

Lys Tyr Xaa 
1 



(2) INFORMATION FOR SEQ ID NO: 362: 

(i) SEQUENCE CHARACTERISTICS: 

(A) hENSTH: 32 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 362: 

Trp Ser Ser Ala Ser Ser Ser Trp Val Thr Thr Pro Glu Arg lie Arg 
15 10 15 

Pro Arg Met Asp Thr Leu Pro Val Lys Gly His Phe Leu Ser Met Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 363: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 363: 

Asp He Phe Val Phe Leu Leu Ser Thr Arg Ala Gly Gly Leu Gly He 
15 10 15 

Asn Leu Thr Ala Xaa Asp Thr Val His Phe Leu Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 364: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 364: 

Thr Leu Thr Ser Phe Leu Glu Leu Pro Leu Ala Pro Glu Pro Xaa 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 365: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 365: 

Met His Arg Tyr lie Thr Phe Phe Lys Cys Phe Arg Ser Val lie Leu 
15 10 15 

Asp Leu Leu Phe lie Leu Ser Pro Leu Ser Gin Gly Cys Phe lie Leu 
20 25 30 

Phe Xaa 



(2) INFORMATICW FOR SEQ ID NO: 366: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 366: 

Met Phe Gly Phe lie Phe Leu Leu Leu lie Phe Cys lie Xaa Leu Cys 
15 10 15 

Ser Arg Thr Leu Ser Thr Phe lie Pro Lys Leu Val Gly Phe Leu Tyr 
20 25 30 

Ser He Asn Leu Ser Leu Leu Leu Thr Leu He Lys Lys 
40 45 

Lys Lys Lys Thr Pro Arg Gly Gly Pro Gly Xaa Gin Ser 
55 60 

Pro Pro 
65 



Trp Lys Phe 
35 

Lys Lys Lys 
50 



(2) INFORMATION FOR SEQ ID NO: 367: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 317 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 367: 

Met Pro Gly Leu Gly Arg Pro Arg Gin Ala Arg Trp Thr Leu Met Leu 
15 10 15 

Leu Leu Ser Thr Ala Met Tyr Gly Ala His Ala Pro Leu Leu Ala Leu 
20 25 30 

Cys His Val Asp Gly Arg Val Pro Phe Arg Pro Ser Ser Ala Val Leu 
35 40 45 



Leu Thr Glu Leu Thr Lys Leu Leu Leu Cys Ala Phe Ser Leu Leu Val 
15 50 55 60 



20 



25 



Gly Trp Gin Ala Trp Pro Gin Gly Pro Pro Pro Trp Arg Gin Ala Ala 
65 70 75 80 

Pro Phe Ala Leu Ser Ala Leu Leu Tyr Gly Ala Asn Asn Asn Leu Val 
85 90 95 

lie Tyr Leu Gin Arg Tyr Met Asp Pro Ser Thr Tyr Gin Val Leu Ser 
100 105 110 

Asn Leu Lys He Gly Ser Thr Ala Val Leu Tyr Cys Leu Cys Leu Arg 
115 120 125 



His Arg Leu Ser Val Arg Gin Gly Leu Ala Leu Leu Leu Leu Met Ala 
30 130 135 140 

Ala Gly Ala Cys Tyr Ala Ala Gly Gly Leu Gin Val Pro Gly Asn Thr 
145 150 155 160 

35 Leu Pro Ser Pro Pro Pro Ala Ala Ala Ala Ser Pro Met Pro Leu His 

165 170 175 



40 



He Thr Pro Leu Gly Leu Leu Leu Leu He Leu Tyr Cys Leu He Ser 
180 185 190 

Gly Leu Ser Ser Val Tyr Thr Glu Leu Leu Met Lys Arg Gin Xaa Leu 
195 200 205 



Pro Leu Ala Leu Gin Asn Leu Phe Leu Tyr Thr Phe Gly Val Leu Leu 
45 210 215 220 

Asn Leu Gly Leu His Ala Gly Gly Gly Ser Gly Pro Gly Leu Leu Glu 
225 230 235 240 

50 Gly Phe Ser Gly Trp Ala Ala Leu Val Val Leu Ser Gin Ala Leu Asn 

245 250 255 



55 



Gly Leu Leu Met Ser Ala Val Met Lys His Gly Ser Ser He Thr Arg 
260 265 270 

Leu Phe Val Val Ser Cys Ser Leu Val Val Asn Ala Val Leu Ser Ala 
275 280 285 



60 



Val Leu Leu Arg Leu Gin Leu Thr Ala Ala Phe Phe Leu Ala Thr Leu 
290 295 300 
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Leu He Gly Leu Ala Met Arg Leu Tyr Tyr Gly Ser Arg 
305 310 315 

5 

(2) INFORMATION FOR SEQ ID NO: 368: 

(i) SBQUE1«:E CHARACTERISTICS: 
10 (A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»J : SEQ ID NO: 368: 



15 Met Gly Glu Gin Pro His Phe Ser Leu Cys Val Leu Leu Ala Ala Val 
15 10 15 



Arg Glu Asp Xaa Asp Pro Xaa Val Phe Pro Cys Cys Phe Leu Xaa 
20 25 30 



20 



(2) INFORMATION FOR SEQ ID NO: 369: 

25 (i) SEC^JENCE CHARJ\CTERISTICS: 

(A) LQIGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 369: 



30 



40 



55 



Met Ser Phe lie Ala Leu His Pro Leu Leu Pro Glu Ala Ala Leu Gly 
15 10 15 



Val Pro Gly Gin Ser Pro His Arg Pro Leu Trp Gin Thr Gin Cys Cys 
35 20 25 30 



Val Ala Pro Pro Gin Pro Arg. Ala Glu Phe Xaa 
35 40 



(2) INFORMATICN FOR SEQ ID NO: 370 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LQJGTH: 255 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 370: 

50 Met Val Thr Ala lieu Thr Leu Leu Ala Phe Pro Leu Leu Leu Leu His 
15 10 15 

Ala Glu Arg He Ser Leu Val Phe Leu Leu Leu Phe Leu Gin Ser Phe 
20 25 30 



Leu Leu Leu His Leu Leu Ala Ala Gly He Pro Val Thr Thr Pro Gly 
35 40 45 



Pro Phe Thr Val Pro Trp Gin Ala Val Ser Ala Trp Ala Leu Met Ala 
60 50 55 60 
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Thr Gin Thr Phe Tyr Ser Thr Gly His Gin Pro Val Phe Pro Ala He 
65 70 75 80 

His Trp His Ala Ala Phe Val Gly Phe Pro Glu Gly His Gly Ser Cys 
85 90 95 

Thr Trp Leu Pro Ala Leu Leu Val Gly Ala Asn Thr Phe Ala Ser His 
100 105 110 

Leu Leu Phe Ala Val Gly Cys E>ro Leu Leu Leu Leu Trp Pro Phe Leu 
115 120 125 

Cys Glu Ser Gin Gly Leu Arg Lys Arg Gin Gin Pro Pro Gly Asn Glu 
130 135 140 

Ala Asp Ala Arg Val Arg Pro Glu Glu Glu Glu Glu Pro Leu Met Glu 
145 150 155 160 

Met Arg Leu Arg Asp Ala Pro Gin His Phe Tyr Ala Ala Leu Leu Gin 
165 170 175 

Leu Gly Leu Lys Tyr Leu Phe lie Leu Gly He Gin He Leu Ala Cys 
180 185 190 

Ala Leu Ala Ala Ser He Leu Arg Arg His Leu Met Val Trp Lys Val 
195 200 205 

Phe Ala Pro Lys E^e He Phe Glu Ala Val Gly Phe He Val Ser Ser 
210 215 220 

Val Gly Leu Leu I*eu Gly He Ala Leu Val Met Arg Val Asp Gly Ala 
225 230 235 240 



Val Ser Ser Trp Phe Arg Gin Leu Phe Leu Ala Gin Gin Arg Xaa 
245 250 255 



(2) HJFORMATICN for SEQ id NO: 371: 

(i) SBQU^ICE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQtJENCE DESCRIPTION: SEQ ID NO: 371: 

Met Xaa Gly Pro Trp Gly Glu Glu Ala Leu He Arg Leu Pro Thr Pro 
15 10 15 

Ser Gly Leu Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 372: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 



wo 98/54963 



PCr/US98/11422 



554 



(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»J: SEQ ID NO: 372: 

Met Ala Thr Leu Glu Xaa Asn Gin Arg Glu Val Asp Arg Glu lie Arg 
^ 5 10 15 

Ser Leu Leu Leu Trp Phe Leu Leu Cys Glu He Val Ser Gly Trp Leu 
20 25 30 

10 Cys Pro Glu Gly Pro Trp Phe Ser Gin Gly Cys Gin He Tyr Lys Asn 
35 40 45 

Leu Ser Ser Ser Ser Ser Tyr Asn Leu Ser Phe Leu Leu Ser Leu Xaa 

15 



20 



25 



30 



35 



(2) INFORMATION FOR SEQ ID NO: 373: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGflH: 40 amino acids 

(B) TyPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 373: 

Met He His Ser Gly Cys Thr Ser Gin Cys Leu Glu Gly Phe Phe Leu 
^5 10 15 

He Phe Leu Leu Asp Phe Asn Pro Val Leu Ala Leu Asp Leu He Gly 
20 25 30 

He Met Arg Lys Ala Ser His Xaa 
35 40 



40 



45 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 374; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) .TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 374: 

Met Val Phe Ser Ala Arg Val Ser Leu Tyr Thr Arg Phe Lys Val He 
1 5 10 15 

Leu Leu Ser Leu Leu He Met He Leu His Val Cys Trp Val Trp Val 
20 25 30 

He Leu Xe^ 
35 



(2) INFORMATION FOR SEQ ID NO: 375: 

60 
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15 



20 



25 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 375 

Gly Leu Leu Tyr lie Met Tyr Cys Asn He Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 376: 

(i) SBQUETJCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 376: 

Met Asn Asn Gly Leu Leu Gin Gin Pro Ser Ala Leu Met Leu Leu Pro 
1 5 10 15 

Cys Arg Pro Val Leu Thr Ser Val Ala Leu Asn Ala Asn Phe Val Ser 
20 25 30 

Trp Lys Ser Arg Thr Lys Tyr Thr He Thr Pro Val Lys Met Arg Lys 
35 40 45 



Ser Gly Gly Arg Asp His Thr Gly Gly Asn Lys Asp Arg Gly He Xaa 
30 50 55 60 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ IQ. NO: 377; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

<B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 377: 

Met Arg Lys Gin Arg Leu Val Pro Met Tyr Leu Gly Leu He Tyr He 
^5 10 15 

Leu Leu Xaa 



(2) INFORMATION FOR SEQ ID NO: 378: 

(i) SBtyJENCE CHARACTERISTICS: 

(A) LQJGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 378: 
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Met Arg Gin His Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO: 379: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 379: 

Leu Leu Leu Pro Val Leu Ala Ser Ser Val Pro Ser His Ser Ala Thr 
15 10 15 

Xaa 



{2) INFORMATION FOR SEQ ID NO: 380: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 380: 

Met Leu Pro Leu Leu Leu Phe Thr Tyr Leu Asn Ser Phe Leu His Gin 
1 5 10 ■ 15 

Arg He Pro Gin Ser Val Arg He Leu Gly Ser Leu Val Ala He Leu 
20 25 30 

Leu Val Phe Leu He Thr Ala He Leu Val Lys Val Gin Leu Asp Ala 
35 , 40 45 

Leu Pro Phe Phe Val He Thr Met He Lys He Val Leu He Asn Ser 
50 55 60 

Phe Gly Ala He Leu Gin Gly Ser Leu Phe Gly Leu Ala Gly Leu Leu 
^5 70 75 80 

Pro Ala Ser Xaa 



(2) INFORMATION FOR SEQ ID NO: 381: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LaiGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 381: 

Met Lys Leu Ser Leu Phe Leu He Leu Ser Asp Val Phe Tyr Leu Gly 
1 5 10 15 ' 
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Ser Pro Xaa Thr Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 382: 

(i) SECJUENCE CHARACTERISTICS: 

(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 382: 

Met Gly Thr Arg Arg Lys Gly Val Ala Trp Leu Ser Leu Ala Pro Leu 
^5 10 15 

lie Thr Gly Leu Ala Pro Ala His He Thr Ala Val Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 383: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
. (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 383: 

Met Lys Asp Leu Leu Gin Arg Asn Pro Trp Lys Asn Ser Leu Leu Leu 
15 10 IS 

Leu Gin Val Cys Gin Ala Phe Leu Val Cys Ser Leu Thr Gin Leu Ala 
20 25 30 

Val Xaa 



(2) INFQRMATION FOR SEQ ID NO: 384: 

(i) SBQqENCE CHARACTERISTICS: 

(A) LENGTH: 47 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 384: 

Met Ser Glu Ser His Lys He Trp Trp Cys Tyr Arg His Leu Ala Phe 
is 10 15 

Pro Leu Leu Thr Leu He Leu Tyr Pro Ala Thr Leu Gly Arg Ser Val 
20 25 30 

Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Met Xaa 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 385: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) liEWGTH; 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 385: 

Met Leu Asn Arg lie Met Val Ala Ser Phe Gly Ala Val Leu Val Gin 
15 10 15 

Val Cys Arg Gly Xaa Gly Gin Gly Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 386: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LaflGTH: 68 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 386: 

Met Gin Leu Leu Leu Leu Gly Leu He Arg Ser Gin Pro Ser Pro Pro 
15 10 15 

Pro Ser Leu Cys Leu Met Leu Cys Pro Cys Leu Pro Cys Leu Arg Tyr 
20 25 30 

Ser Pro Phe Val Pro Gin His Pro Cys Pro Leu Pro Leu Asp Leu Cys 
35 40 45 

Leu Ala Gly Cys Ser Ser Leu Ser Val Gin Asp Lys Cys Ser Trp Pro 
50 55 60 

Tyr Pro He Xaa 
65 



(2) INFORMATION FOR SEQ ID NO: 387: 

(i) SEQUENCE CHT^RACTEEUSriCS : 

(A) LENGTIH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 387: 

Lys Glu Phe Phe Val Phe Leu Phe Val Cys Leu Phe Trp Leu Leu Ser 
15 10 15 

Asn Thr Pro Leu Thr Phe He Ser He He Leu Gin Arg Lys Glu Thr 
20 25 30 

Asn Xaa 



(2) INFORMATION FOR SEQ ID NO: 388: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 andno acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 388: 

Ser Phe hexx Met Val Leu Val He Leu Ala Ala Ser Pro Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 389: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 389: 

1 5 10 



(2) INFORMATION FOR SBQ ID NO: 390: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 390: 

Met Thr Lys Ala Arg Leu Phe Arg Leu Trp Leu Val Leu Gly Ser Val 
2-5 10 15 

Phe Met He Leu Leu He lie Val Tyr Trp Asp Ser Ala Gly Ala Ala 
20 • 25 30 

His Phe Tyr Leu His ifer Ser Phe Ser Arg Pro His Thr Gly Pro Pro 
35 40 45 

Leu Pro Thr Pro Gly Pro Asp Arg Asp Arg Glu Leu Thr Ala Asp Ser 
50 55 60 

Asp Val Asp Xaa Phe Leu Asp Xaa Phe Leu Ser Ala Gly Val Lys Gin 
^5 70 75 80 

Ser Asp Xaa Pro Arg Lys Glu Thr Glu Gin Pro Pro Ala Pro Gly Ser 
85 90 95 

M^t Glu Glu Ser Val Arg Xaa Tyr Asp Trp Ser Pro Arg Xaa Ala Arg 
100 105 110 

Arg Thr Gin Thr Arg Ala Gly Ser Xaa Arg Xaa Gly Gly Xaa Cys Cys 
115 120 125 

Gly Ala Ser Ala Pro Xaa Pro Ala Trp Pro Ser Pro Pro Arg Ser Ala 
130 135 140 
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His Ser Thr Thr Ser Pro Thr Arg Ser Xaa 
145 150 



(2) INFORMATION FOR SEQ ID NO: 391: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 391 

Met Val I>eu Leu Gly Leu Leu Ser Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO: 392: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 amino acids 

(B) TYPE: amino aicid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 392: 

Met Cys lie His Val Phe Met Xaa Val Leu Trp Val Leu Phe Leu Leu 
15 10 15 

Asn Pro Leu Cys Thr Gly Leu Trp Pro Leu Xaa Asn Cys E*ie Ser Val 
20 25 30 

Leu Arg His Ala Asp Trp Val Leu Gly Ala Asp Tyr Lys Gly Glu Glu 
35 40 45 

Leu Asn Arg His Gin Gly Pro Met Lys Pro Lys Asp Xaa 
50 55- 60 



(2) INFORMATION FOR SEQ ID NO: 393: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 447 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

txi) SEQUENCE DESCRIPnON: SBQ ID NO: 393: 

Met Leu Leu Gly Leu Leu Met Ala Ala Cys Phe Thr Phe Cys Leu Ser 
15 10 15 

His Gin Asn Leu Lys Glu Phe Ala Leu Thr Asn Pro Glu Lys Ser Ser 
20 25 30 

Thr Lys Glu Thr Glu Arg Lys Glu Thr Lys Ala Glu Glu Glu Leu Asp 
35 40 45 

Ala Glu Val Leu Glu Val Phe His Pro Thr His Glu Trp Gin Ala Leu, 
50 55 60 
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Gin Pro Gly Gin Ala Val Pro Ala Gly Ser His Val Arg Leu As- -eu 
65 70 75 

Gin Thr Gly Glu Arg Glu Ala Lys Leu Gin Tyr Glu Asp Lys ?he Arg 
85 90 55 

Asn Asn Leu Lys Gly Lys Arg Leu Asp lie Asn Thr Asn Thr ri.-r Tr-r 
100 105 110 

Ser Gin Asp Leu Lys Ser Ala Leu Ala Lys Phe Lys Glu Gly Ala 3lu 
115 120 125 

Met Glu Ser Ser Lys Glu Asp Lys Ala Arg Gin Ala Glu Val l-vs Arg 
130 135 140 

Leu Phe Arg Pro He Glu Glu Leu Lys Lys Asp Phe As? Glu I_e- Asn 
145 150 155 '^Sj 

Val Val He Glu Thr Asp Met Gin He Met Val Arg Leu He Asn lys 
165 170 175 

Phe Asn Ser Ser Ser Ser Ser Leu Glu Glu Lys He Ala Ala l.eu ?he 
180 185 190 

Asp Leu Glu Tyr Tyr Val His Gin Met Asp Asn Ala Gin Asp l.e*- leu 
195 200 205 

Ser Phe Gly Gly Leu Gin Val Val He Asn Gly Leu A^n Ser Cbr IJlu 
210 215 220 

Pro Leu Val Lys Glu Tyr Ala Ala Phe Val Leu Gly Ala Ala Phe Ser 
225 230 235 243 

Ser Asn Pro Lys Val Gin Val Glu Ala He Glu Gly Gly Ala Leu 3ln 
245 250 25S 

Lys Leu Leu Val He Leu Ala Thr Glu Gin Pro Leu Thr Ala Lys lys 
260 265 . 270 

Lys Val Leu Phe Ala Leu Cys Ser Leu Leu Arg His Phe Pro Tyr Ala 
275 280 235 

Gin Arg Gin Phe Leu Lys Leu Gly Gly Leu Gin Val Leu Arg Chr Leu 
290 295 300 

Val Gin Glu Lys Gly Thr Glu Val Leu Ala Val Arg Val Val Leu 
305 310 315 320 

Leu Tyr Asp Leu Val Thr Glu Lys Met Phe Ala Glu Glu Glu Ala Glu 
325 330 335 

Leu Thr Gin Glu Met Ser Pro Glu Lys Leu Gin Gin Tyr Arg Gin Val 
340 345 350 

His Leu Leu Pro Gly Leu Trp Glu Gin Gly Trp Cys Glu He Thr Ala 
355 360 365 



His Leu Leu Ala Leu Pro Glu His Asp Ala Arg Glu Lys Val Lej Gin 
370 375 380 
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Thr Leu Gly Val Leu Leu Thr Thr Cys Arg As? Arg Tyr Arg Gin Asp 
385 390 355 400 

Pro Gin Leu Gly Arg Thr Leu a Ser Leu GIj: Xla Glu Tyr Gin Val 
5 405 41C 415 

Leu Ala Ser Leu Glu Leu Gin Asp Gly Glu Asp Glu Gly Tyr Phe Gin 
420 425 430 

10 Glu Leu Leu Gly Ser Val Asn Ser Leu Leu Lys Glu Leu Arg Xaa 
435 443 445 



15 (2) INFORMATION FOR SEQ ID NC: 394: 

(i) SEQUENCE CHARACTEPrSTTCS: 

(A) LE^3GTH: 24 aziino acids 

(B) TypE: amino acid 
20 (D) TOPOLOGlf: lir.ear 

<xi) SEQUENCE DESCRIPTIC^J: SZQ ZD 394: 



25 



30 



45 



Met Val lie Ser Tyr Val Thr ?'-e Thr Pro Val Ser Ala Asp Cys Phe 
15 10 15 

Phe Asn Val Leu Val Cys Phe Xaa 
20 



(2) INFORMATION FOR SEQ ID IK: 395 



(i) SEQUENCE CHARACTEF-5TICS : 

(A) LENGTH: 24 aziino acids 
35 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTlCiJ : E3Q ID 173: 395: 

Glu Leu Leu Phe Leu Leu lie lie lie Leu Gly Glu Ser Leu Ser Asp 
40 1 5 10 15 

Val He Leu Leu He Cys Phe I-Caa 
20 



(2) INFORMATION FOR SEQ ID NC: 396 



(i) SEQUENCE CHARACTEPZSTICS: 
50 (A) LENGTH: 35 amino acids 

(B) TYPE: amiiiD acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: S3Q ID ZX)z 396: 

55 Met Phe Tyr Trp Gly Gly Leu Ser Phe Tyr Phe Leu Leu Ser Ser Gly 
15 10 15 



60 



Val Gly Phe Tyr Cys Phe Leu Phe Gly Phe Gly Met Glu He Trp He 
20 25 30 
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Ala Ala Xaa 
35 



(2) INFORMATIC»I FOR SEQ ID ^30: 397: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 397: 

Gly Arg Xaa 
1 



(2) INFORMftTION FOR SEQ ID NO: 398: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 398: 

Met Lys Leu Ser Leu Leu lie Leu Thr Leu Met Gin Arg Tyr Phe Arg 
15 10 15 

Thr He Thr Asn Ser Leu Cys Lys Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 399: 

(i) SEQUENCE CHARAfiTERISTICS : 

(A) LENGTH: 79 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 399: 

Met Pro Ala Val Ser Gly Pro Gly Pro Leu Phe Cys Leu Leu Leu Leu 
15 10 15 

Leu Leu Asp Pro His Ser Pro Glu Thr Gly Cys Pro Pro Leu Airg Arg 
20 25 30 

Phe Glu Tyr Lys Leu Ser Phe Lys Gly Pro Arg Leu Ala Leu Pro Gly 
35 40 45 

Ala Gly He Pro Phe Trp Ser His His Gly Gly Glu Gly Gin- Gly Trp 
50 55 60 

Gly Pro Leu Cys Pro Gly Ser Leu Lys Val Leu Glu Gly Leu Xaa 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 400: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 400: 

Met Lys Val Phe Leu Ser Met Pro Phe Leu Val Leu Phe Gin Ser Leu 
15 10 15 

lie Gin Glu Asp Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 401: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 257 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCEIIPTION : SEQ ID NO: 401: 

Met Ala Ala Leu Thr Ser His Leu Gin Asn Gin Ser Asn Asn Ser Asn 
15 10 15 

Trp Asn Leu Arg Thr Arg Ser Lys Cys Lys Lys Asp Val Phe Met Pro 
20 25 30 

Pro Ser Ser Ser Ser Glu Leu Gin Glu Ser Arg Gly Leu Ser Asn Phe 
35 40 45 

Thr Ser Thr His Leu Leu Leu Lys Glu Asp Glu Gly Val Asp Asp Val 
50 55 60 

Asn Phe Arg Lys Veil Arg Lys Pro Lys Gly Lys Val Thr lie Leu Lys 
65 70 . 75 80 

Gly lie Pro lie Lys Lys Thr Lys Lys Gly Cys Arg Lys Ser Cys Ser 
85 90 95 

Gly Phe Val Xaa Ser Asp Ser Lys Arg Glu Ser Val Cys Asn Lys Ala 
100 105 110 

Asp Ala Glu Ser Glu Pro Val Ala Gin Lys Ser Gin Leu Asp Arg Thr 
115 120 125 

Val Cys lie Ser Asp Ala Gly Ala Cys Gly Glu Thr Leu Ser Val Thr 
130 135 140 

Ser Glu Glu Asn Ser Leu Val Lys Lys Lys Glu Arg Ser Leu Ser Ser 
145 150 155 160 

Gly Ser Asn Phe Cys Ser Glu Gin Lys Thr Ser Gly lie lie Asn Lys 
165 170 175 

Phe Cys Ser Ala Lys Asp Ser Glu His Asn Glu Lys Tyr Glu Asp Thr 
180 185 190 



Phe Leu Glu Ser Glu Glu lie Gly Thr Lys Val Glu Val Val Glu Arg 
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195 200 205 

Lys Glu His Leu His Thr Asp lie Leu Lys Arg Gly Ser Glu Met Asp 
210 215 220 

Asn Asn Cys Ser Pro Thr Arg Lys Asp Phe Thr Glu Asp Thr He Pro 
225 230 235 240 

Arg Asn Thr Asp Arg Lys Lys Glu Asn Lys Pro Val Phe Phe Gin Gin 
245 250 255 

lie 



(2) INFORMATICN FOR SEQ ID NO: 402: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 424 aznino acids 

(B) TYPE: axnino acid 
(D) TOPOLOGY: linear 

{xi) SEQOENCE DESCRIPTICN: SBQ ID NO: 402: 

Met Glu Lys Gin Cys Cys Ser His Pro Val He Cys Ser Leu Ser Thr 
15 10 15 

Met Tyr Thr Phe Leu Leu Gly Ala He Phe He Ala Leu Ser Ser Ser 
20 25 30 

Arg He Leu Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn Lys Tyr Asp 
35 40 45 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 
50 55 60 

Phe Cys Val Leu Val Ser Phe- Cys Val He Lys Lys Asp His Gin Ser 
65 70 75 80 

Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Met Lys 
85 90 95 

Trp Ser He Pro Ala Leu Tyr Phe Leu Asp Asn Leu He Val Phe 
100 105 110 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val He Phe Ser Asn 
115 120 125 

Phe Ser He He Thr Thr Ala Leu Leu Phe Arg He Val Leu Lys Xaa 
130 135 140 

Arg Leu Asn Trp He Gin Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
145 150 155 160 

He Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala 
165 170 175 



Gly Arg Gly Phe His His Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys* 
180 185 190 
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Leu Leu Phe Arg Asn Glu Cys Pro Arg Lys Asp Asn Cys Thr Ala Lys 
. 195 200 205 

Glu Trp Thr Phe Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe 
5 210 215 220 

Ser His lie Arg Leu Gly Met Gly His Val Leu lie lie Val Gin Cys 
225 230 235 240 

Phe He Ser Ser Met Ala Asn He Tyr Asn Glu Lys He Leu Lys Glu 
245 250 255 

Gly Asn Gin Leu Thr Glu Xaa lie Phe He Gin Asn Ser Lys Leu Tyr 
260 265 270 

Phe Phe Gly He Leu Phe Asn Gly Leu Thr Leu Gly Leu Gin Arg Ser 
275 280 285 

Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe Tyr Gly His Ser Ala 
20 290 , 295 300 

Phe Ser Val Ala Leu He Phe Val Thr Ala Phe Gin Gly Leu Ser Val 
305 310 315 320 

Ala Phe He Leu Lys Phe Leu Asp Asn Met Phe His Val Leu Met Ala 
325 330 335 

Gin Val Thr Thr Val He He Thr Thr Val Ser Val Leu Val Phe Asp 
340 345 350 

Phe Arg Pro Ser Leu Glu Phe Phe Leu Glu Ala Pro Ser Val Leu Leu 
355 360 365 

Ser He Phe He Tyr Asn Ala Ser Lys Pro Gin Val Pro Glu Tyr Ala 
35 370 375 380 

Pro Arg Gin Glu Arg He Acg Asp Leu Ser Gly Asn Leu Trp Glu Arg 
385 390 395 400 

40 Ser Ser Gly Asp Gly Glu Glu Leu Glu Arg Leu Thr Lys Pro Lys Ser 

405 410 415 



Asp Glu Ser Asp Glu Asp Thr Phe 
420 

45 



(2) INFORMATK^ FOR SEQ ID NO: 403: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 403: 

55 

Met Trp Gly Gin Gly Ser Gin Lys Ser His Phe Ser Asp Leu Val Phe 
15 10 15 



60 



Gly Val Arg Glu Leu Cys Ala Gin Pro Ser Asp Pro Gly Ser Pro His 
20 25 30 



wo 98/54963 



567 



Xaa 



(2) INPORMATION FOR SEQ ID NO: 404: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 404: 

Met Val Gin His lie Gin Pro Ala Ala Leu Ser Leu Leu Ala Gin Trp 
15 10 15 

Ser Thr Leu Val Gin Glu Leu Glu Ala Ala Leu Gin Leu Ala Phe Tyr 
20 25 30 

Pro Asp Ala Val Glu Glu Trp Leu Glu Glu Asn Val His Pro Ser Leu 
35 40 45 

Gin Arg Leu Gin Xaa Leu Leu Gin Asp I-eu Ser Glu Val Ser Ala Pro 
50 55 60 

Pro Leu Pro Pro Thr Ser Pro Gly Arg Asp Val Ala Gin Asp E*ro Xaa 
65 70 75 80 



(2) INFORMATION FOR SEQ ID NO: 405: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LOJGTH: 95 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

. (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 405: 

Met l*eu Asn Gin Gly Tyr lie Arg Lys He He Leu He He He Leu 
15 10 15 

Gly Ser Phe Ser Ser Pro Lys Lys Ala He Leu Met Gly Phe Gin Asn 
20 25 30 

Gin Lys Lys Ala Leu Asn Glu Glu Gin Thr Thr Gly Val Pro Met Ser 
35 40 45 

He Ser Gly Lys Leu Arg Pro Ser Arg Ser Leu Asp Phe Val Gin Pro 
50 55 60 

Pro Arg Phe Gin Ser Gin Gin Pro Ser Ala Ved Val Asp Arg Arg Gly 
65 70 75 80 



Phe Xaa Xaa Lys Ala Ala Arg Gly Gin Glu Phe Ser Glu Ser Xaa 
85 90 95 
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10 



25 



(2) INFORMATION FOR SEQ ID NO: 406: 

(i) SEQtffiNCE CHARACTERISTICS; 

(A) LENGTH: 257 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 406: 

Met Arg Gly Pro Ala Gin Ala Lys Leu Leu Pro Gly Ser Ala lie Gin 
15 10 15 



Ala Leu Val Gly Leu Ala Arg Pro Leu Val Leu Ala Leu Leu Leu Val 
15 20 25 30 

Ser Ala Ala Leu Ser Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro 
35 40 45 

20 Thr Val Leu Asn Ser His lie Ser Thr Pro Asn Val Asn Ala Leu Thr 
50 55 60 



His Glu Asn Gin Thr Lys Pro Ser He Ser Gin He Ser Thr Thr Leu 
65 70 75 80 

Pro Pro Thr Thr Ser Thr Lys Lys Ser Gly Gly Ala Ser Val Val Pro 
85 90 95 



His Pro Ser Pro Thr Pzro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
30 100 105 110 

Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 120 125 

35 Ser Thr Ala Lys Asp Thr Leu Asp Asn Gly Asp Tyr Gly Glu Pro Asp 
130 135 140 



40 



Tyr Asp Trp Thr thr Gly Pro Arg Asp Asp Asp Glu Ser Asp Asp Thr 
145 150 155 160 

Leu Glu Glu Asn Arg Gly Tyr Met Glu He Glu Gin Ser Val Lys Ser 
165 170 175 



Phe Lys Met Pro Ser Ser Asn He Glu Glu Glu Asp Ser His Phe Phe 
45 180 185 190 

Phe His Leu He He Phe Ala Phe Cys He Ala Val Val Tyr He Thr 
195 200 205 

50 Tyr His Asn Lys Arg Lys He Phe Leu Leu Val Gin Ser Arg Lys Trp 
210 215 220 



55 



Arg Asp Gly Leu Cys Ser Lys Thr Val Glu Tyr His Arg Leu Asp Gin 
225 230 235 240 

Asn Val Asn Glu Ala Met Pro Ser Leu Lys He Thr Asn Asp Tyr He 
245 250 255 



60 



Phe 
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(2) INFORMATION FOR SEQ ID NO: 407: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQKTFH: 623 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 407: 

Met Phe Met Arg lie Ala Lys Ala Tyr Ala Ala Leu Thr Asp Glu Glu 
15 10 15 

15 Ser Arg Lys Asn Trp Glu Glu Phe Gly Asn Pro Asp Gly Pro Gin Ala 
20 25 30 



20 



Thr Ser Phe Gly lie Ala Leu Pro Ala Trp lie Val Asp Gin Lys Asn 
35 40 45 

Ser lie Leu Val Leu Leu Val Tyr Gly Leu Ala Phe Met Val lie Leu 
50 55 60 



Pro Val Val Val Gly Ser Trp Trp Tyr Arg Ser lie Arg Tyr Ser Gly 
25 65 70 75 80 

Asp Gin lie Leu lie Arg Thr Thr Gin He Tyr Thr Tyr Phe Val Tyr 
85 90 95 

30 Lys Thr Arg Asn Met Asp Met Lys Arg Leu He Met Val Leu Xaa Gly 
100 105 110 



35 



Ala Ser Glu Phe Asp Pro Gin Tyr Asn Lys Asp Ala Thr Ser Arg Pro 
115 120 125 

Thr Asp Asn He Leu He Pro Gin Leu He Arg Glu He Gly Ser He 
130 135 140 



Asn Leu Lys Lys Asn Glu Pro Pro Leu Thr Cys Pro Tyr Ser E*eu Lys 
40 145 150 155 160 

Ala Arg Val Leu Leu Leu Ser His Leu Ala Arg Met Lys He Pro Glu 
165 170 175 

45 Thr I*eu Glu Glu Asp Gin Gin Phe Met Leu Lys Lys Cys Pro Ala Leu 
180 185 190 

Leu Gin Glu Met Val Asn Val He Cys Gin Leu He Val Met Ala Arg 
195 200 205 

50 

Asn Arg Glu Glu Arg Glu Phe Arg Ala Pro Thr Leu Ala Ser Leu Glu 
210 215 220 

Asn Cys Met Lys Leu Ser Gin Met Ala Val Gin Gly Leu Gin Gin Phe 
55 225 230 235 240 

Lys Ser Pro Leu Leu Gin Leu Pro His He Glu Glu Asp Asn Leu Arg 
245 250 255 

60 Arg Val Ser Asn His Lys Lys Tyr Lys He Lys Thr He Gin Asp Leu 



wo 98/54963 



570 



260 265 270 

Val Ser Leu Lys Glu Ser Asp Arg His Thr Leu Leu His Phe Leu Glu 
275 280 285 

Asp Glu Lys Tyr Glu Glu Val Met Ala Val Leu Gly Ser Phe Pro Tyr 
290 295 300 

Val Thr Met Asp lie Lys Ser Gin Val Leu Asp Asp Glu Asp Ser Asn 
305 310 315 320 

Asn He Thr Val Gly Ser Leu Val Thr Val Leu Val Lys Leu Thr Arg 
325 330 335 

Gin Thr Met Ala Glu Val Phe Glu Lys Glu Gin Ser lie Cys Ala Ala 
340 345 350 

Glu Glu Gin Pro Ala Glu Asp Gly Gin Gly Glu Thr Asn Lys Asn Arg 
355 360 365 

Thr Lys Gly Gly Trp Gin Gin Lys Ser Lys Gly Pro Lys Lys Thr Ala 
370 375 380 

Lys Ser Lys Lys Lys Lys Pro Leu Lys Lys Lys Pro Thr Pro Val Leu 
385 390 395 400 

Leu Pro Gin Ser Lys Gin Gin Lys Gin Lys Gin Ala Asn Gly Val Val 
405 410 415 

Gly Asn Glu Ala Ala Val Lys Glu Asp Glu Glu Glu Val Ser Asp Lys 
420 425 430 

Gly Ser Asp Ser Glu Glu Glu Glu Thr Asn Arg Asp Ser Gin Ser Glu 
435 440 445 

Lys Asp Asp Gly Ser Asp Arg Asp Ser Asp Arg Glu Gin Asp Glu Lys 
450 • 4aS 460 

Gin Asn Lys Asp Asp Glu Ala Glu Trp Gin Glu Leu Gin Gin Ser He 
465 470 475 480 

Gin Arg Lys Glu Arg Ala Leu Leu Glu Thr Lys Ser Lys He Thr His 
485 490 495 

Pro Val Tyr Ser Leu Tyr Phe Pro Glu Glu Lys Gin Glu Trp Trp Trp 
500 505 510 

Leu Tyr He Ala Asp Arg Lys Glu Gin Thr Leu He Ser Met Pro Tyr 
515 520 525 

His Val Cys Thr Leu Lys Asp Thr Glu Glu Val Glu Leu Lys Phe Pro 
530 535 540 

Ala Pro Gly Lys Pro Gly Asn Tyr Gin Tyr Thr Val Phe Leu Arg Ser 
545 550 555 560 

Asp Ser Tyr Met Gly Leu Asp Gin He Lys Pro Leu Glu Val Xaa Lys 
565 570 575 



Phe Met Arg Leu Lys Pro Val Pro Glu Asn His Pro GLn Trp Asp Thr 
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5 



10 



30 



45 



580 585 590 

Ala lie Glu Gly Asp Glu Asp Gin Glu Asp Ser Glu Gly Phe Glu Asp 
595 600 605 

Ser Phe Glu Gly Gly Arg Gly Arg Glu Glu Gly Arg Trp Trp Thr 
610 615 620 



(2) INPORMATICN FOR SEQ XD NO: 408: 



(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 190 amino acids 
15 (B) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUE^3CE DESCRIPTION: SEQ ID NO: 408: 

Met Lys Ala Ser Gin Cys Cys Cys Cys Leu Ser His Leu I^eu Ala Ser 
20 1 5 10 15 

Val Leu Leu Leu Leu Leu Leu Pro Glu Leu Ser Gly Xaa Leu Xaa Val 
20 25 30 

25 Leu Leu Gin Ala Ala Glu Ala Ala Pro Gly Leu Gly Pro Pro Asp Pro 
35 40 45 



Arg Pro Arg Thr Leu Pro Pro Leu Pro Pro Gly Pro Thr Pro Ala Gin 
50 55 60 

Gin Pro Gly Arg Gly Leu Ala Glu Ala Ala Gly Pro Arg Gly Ser Glu 
65 70 75 80 



Gly Gly Asn Gly Ser Asn Pro Val Ala Gly Leu Glu Thr Asp Asp His 
35 85 90 95 

Gly Gly Lys Ala Gly Glu G^y Ser Val Gly Gly Gly Leu Ala Val Ser 
100 105 110 

40 Pro Asn Pro Gly Asp Lys Pro Met Thr Gin Arg Ala Leu Thr Val Leu 
115 120 125 



Met Val Val Ser Gly Ala Val Leu Val Tyr Phe Val Val Arg Thr Val 
130 135 140 

Arg Met Arg Arg Arg Asn Arg Lys Thr Arg Arg Tyr Gly Val Leu Asp 
145 150 155 160 



Thr Asn lie Glu Asn Met Glu Leu Thr Pro Leu Glu Gin Asp Asp Glu 
50 165 170 175 



55 



Asp Asp Asp Asn Thr Leu Phe Asp Ala Asn His Pro Arg Arg 
180 185 190 



(2) INFORMATION FOR SEQ ID NO: 409 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 179 amino acids 
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-3) TiTE: a=dno acid 
(D) rc?CljOGi: linear 
(xi) SEJ^JEliZZ HESCPJEPCrO::: JIO: 409: 

Met Ser Pro Ser Gly Arg Leu Cys l^j. I/eu Thr He Val Gly Leu lie 
15 10 15 

Leu Pro Tnr Arg Glv Gin Thr Leu lys Asp Thr Thr Ser Ser Ser Ser 
2C 25 30 

Ala Asp Ser Tnr lie He- Asp I~e Glr. Val Pro Thr Arg Ala Pro Asp 
35 .;0 45 

Ala Val Tyr r*nr Glu Leu Gin Pro Tr_r Ser Pro Thr Pro Thr Trp Pro 
50 55 60 

Ala Asp Glu Thr ?r; Gin Pro Gin Tr-r Gin Thr Gin Gin Leu Glu Gly 
65 70 75 80 

Thr Asp Gly Pro Leu "al Thr Asp Pro Glu Thr His Lys Ser Thr Lys 
3= 90 95 

Ala Ala His Pro Thr Asp A-sp Thr Thr Thr Leu Ser Glu Arg Pro Ser 
LOG IZS 110 

Pro Ser Thr Asp Val Gin Trr- A3p,?ro Gin Thr Leu Lys Pro Ser Gly 
115 120 125 

Phe Kis Glu Asp Asp Pro Phe Phe Tyr Asp Glu His Thr Leu Ajrg Lys 
130 135 140 

Arg Gly Leu leu Val Ala Ala Val leu Phe lie Thr Gly lie lie lie 
145 150 155 160 

Leu Thr Ser Gly Lys C^'s Arg Gin Leu Ser Arg Leu Cys Arg Asn His 
155 170 175 

Cys Arg :<aa 




{A) lEISGTH: 14 ami'^o acids 
[3) TiPE: arino acid 
ID) TCPGLOGi: lin^r 
(xi) SS^OErvCE ::ESCPZPnaJ: SSQ id NO: 410: 

Met Phe Lys Cys Leu Gin Thr Thr Phe Leu Phe lie Xaa Xaa 
1 5 . 10 



(2) INFORM?jriC>7 FC?. S3Q E: fSO: 411: 

(i) CHARACTEP-ISTZCS ; 

(A) ISXJTH: 232 aziino acids 
£3) TYPE: arirto acid 
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(D) TOPOLOSY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 411: 

Met Leu Ala Gly Lys Leu He Pro Val His Gin Val Arg Gly Leu Lys 
15 10 15 

Glu Lys He Val Arg Ser Phe Glu Val Ser Pro Asp Gly Ser Phe Leu 
20 25 30 

Leu He Asn Gly He Ala Gly Tyr Leu His Leu Leu Ala Met Lys Thr 
35 40 45 

Lys Glu Leu He Gly Ser Met Lys He Asn Gly Arg Val Ala Ala Ser 
50 55 60 

Thr Phe Ser Ser Asp Ser Lys Lys Val Tyr Ala Ser Ser Gly Asp Gly 
65 70 75 80 

Glu Val Tyr Val Trp Asp Val Asn Ser Arg Lys Cys Leu Asn Arg Phe 
85 90 95 

Val Asp Glu Gly Ser Leu Tyr Gly Leu Ser He Ala Thr Ser Arg Asn 
100 105 110 

Gly Gin Tyr Val Ala Cys Gly Ser Asn Cys Gly Val Val Asn He Tyr 
115 120 125 

Asn Gin Asp Ser Cys Leu Gin Glu Thr Asn Pro Lys Pro He Lys Ala 
130 135 140 

He Met Asn Leu Val Thr Gly Val Thr Ser Leu Thr Phe Asn Pro Thr 
145 150 155 160 

Thr Glu He Leu Ala He Ala Ser Glu Lys Met Lys Glu Ala Val Arg 
165 170 175 

Leu Val His Leu Pro Ser Thr Val Phe Ser Asn Phe Pro Val He 
180 185 190 

Lys Asn Lys Asn He Ser His Val His Thr Met Asp Phe Ser Pro Arg 
195 200 205 

Ser Gly Tyr Phe Ala Leu Gly Asn Glu Lys Gly Lys Ala Leu Met Tyr 
210 215 220 

Arg Leu His His Tyr Ser Asp Phe 
225 230 



(2) INFORMATION FOR SEQ ID NO: 412: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(B) TyPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 412: 



He Leu Leu Cys Ser Trp Pro Thr Gly Leu Val Gly Gly Arg Asp Pro 
15 10 15 
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Gly Ser Ser Arg Gly Ser Ser Ala Ser Leu Thr Pro Ser Pro Gly Arg 
20 25 30 

Gin Pro Cys Ser Arg Arg Arg Gly Tyr Ser Val Gly Arg Arg Ser Ser 
35 40 45 

Pro Pro Asp Gly Ser Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 413: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 413: 

Met Ser Leu Gin Ser Asn Ala Trp Ser Lys Xaa Leu Phe lie Val Phe 
15 10 15 

Leu Phe Leu Arg Val Leu Phe Lys Thr Gly Val Ser Ser Glu Glu Ser 
20 25 30 

Xaa 



<2) INFORMATION FOR SEQ ID NO: 414: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 219 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 414: 

Met Ala Val Val Leu Leu Ala Asn Leu Ala Gin Gly Asp Ser I^eu Ala 
15 10 15 

Ala Arg Ala lie Ala Val Gin Lys Gly Ser lie Gly Asn Leu Leu Gly 
20 25 30 

Phe Leu Glu Asp Ser Leu Ala Ala Thr Gin Phe Gin Gin Ser Gin Ala 
35 40 45 

Ser Leu Leu His Met Gin Asn Pro Pro Phe Glu Pro Xaa Ser Val Asp 
50 55 60 

Met Met Arg Arg Ala Ala Arg Ala Leu Leu Ala Leu. Ala Lys Val Asp 
65 70 75 80 

Glu Asn His Ser Glu Phe Thr Leu Tyr Glu Ser Arg Leu Leu Asp He 
85 90 95 



Ser Val Ser Pro l»eu Met Asn Ser Xaa Val Ser Gin Val He Cys Asp. 
100 105 110 
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Val Leu Phe Leu Xaa Trp Pro Val Met Thr Ala Val Gly His Leu Pro 
115 120 125 

Pro Pro Cys Val Cys Ala Cys Val Glu Asn Leu Glu Thr Asp Cys Cys 
130 135 140 

Pro Leu Phe Met Gin Asn His Leu Arg lie Gin Phe Thr Leu Cys Cys 
145 150 155 160 

Pro Ala Ser Pro Leu Gly Lys Ser Leu Ser Cys Phe Ser Leu Leu Leu 
165 170 175 

Pro Pro Pro Leu Pro Pro Ser Pro His Ala Phe Leu Phe Leu Val Leu 
180 185 190 

Thr Leu Leu Pro Ser Gly Pro Tyr Pro Thr Leii Phe Glu Lys Thr Lys 
195 200 205 

Leu Cys Leu His Arg Arg Leu Phe Leu Phe Xaa 
210 215 



(2) INFORMATION FOR SEQ ID NO: 415: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTXCN: SEQ ID NO: 415: 

Met Leu Pro Asp Glu Ser Phe Gly Leu Leu Leu Ser lie Pro Ser Leu 
1 5 10 15 

Thr Pro Ser Ala Ala Ala Pro Ser Phe Cys Val His Leu Met Gin Ala 
20 25 30 

Ser Arg Ser Ser Lys Arg Ala Ser His Val Pro Val His Leu Leu Trp 
35 40 45 

Gly Asp Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 416: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 416: 

Met Arg Pro Gly Ser Phe Ser Phe lie Ala Phe Leu Ala Thr Glu Val 
15 10 15 

Ser Ser Cys Phe Pro Gly Arg Pro Asp Cys Xaa Thr Gly Met Trp Leu 
20 25 30 

Leu Gin Leu Gin Lys Lys Gin Arg Thr Leu Leu Ala Met Ala Pro Arg 
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15 



30 



40 



50 



576 



35 40 45 



Arg Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 417: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) t*ENGTH: 70 amino acids 

(B) TYPE: aniino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 417: 



Asp Arg E*ro Cys Pro Ser Ser Leu Trp Lys Val Phe Pro Leu Leu Leu 
15 10 15 



Leu Leu Met Arg Leu Phe Pro Leu Pro Val Pro Gly Asn Gin Arg Ala 
20 20 25 30 

Xaa Leu Pro His Pro Phe Xaa Ala Pro Arg Leu Pro Cys Leu Leu Cys 
35 40 45 

25 Leu Cys Thr Gin Gin Phe Xaa Val Cys Ser His Tyr Leu Pro Ala Gly 
50 55 60 



Tyr Arg Val Asn Ser Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 418: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 418: 



Met His Glu Lys Ala Trp Asn Leu He Leu Leu Trp Trp Leu Ser Leu 
15 10 15 



Asp Leu Leu Gly Val Ala Lys Thr Ala Met Trp Ala Gin Trp Cys Gly 
45 20 25 30 



Leu Asn Asp His Lys Gly Lys Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 419: 



(i) SEQUENCE CHARACTERISTICS: 
55 (A) L^KTTH: 22 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 419: 

60 Met Ala Phe Val Leu Leu Xaa Cys Phe Val Xaa Leu Gin Ser Ser Xaa 
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Gly Arg Ala Val Gin Xaa 
20 



577 



15 



10 



15 



(2) INFORMATION FOR SEQ ID ::G: 422: 

(i) SEQUENCE CHARACTERZSTirS: 

(A) LENGTH: 3 3 arjj:; acids 

(B) TYPE: aiair-o acid 
(D) TOPOLOGY: lir.ear 

(xi) SEQUENCE DESCRIPTZON: SEQ ID }:C: 42 C : 

Met Phe Ser Leu Leu Trp Leu Val Cys Val Ser Asn Ser Ser Val 
15 10 15 



20 



Ala Asn Val Thr Ala Ser Arg Gly Gly Val ?he I^ys Arg Ser Leu Gly 
20 25 30 



25 



His Glu Gly Phe Ser Xaa 
35 



(2) INFORMATION FOR SEQ ID ^30: 42! 



30 



35 



(i) SEQUENCE CHARACZZRZSTirS : 

(A) LENGTH: 35 ai^ino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: li. 



(xi) SEQUENCE DESCRI?7IC::: SZZ ID ::C: 421: 

Lys Trp Leu Leu Phe lie Phe Leu Leu Cys leu 31n Leu Val Asn Ala 
15 10 15 



40 



Leu Leu Ser Leu Phe Gin Glu Arg ?r.e Val His Cys Pro Ala Arg Phe 
20 25 ZZ 

Val Ser Xaa 
35 



45 



(2) INFORMftTION FOR SEQ ID 230: 422: 



50 



(i) SEQUENCE CHARACIERISTICS : 

(A) LENGTH: 32 amine acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRI?TIC»1: SHQ IL 422: 



55 



Met Leu Leu Phe Leu Ser lie Thr Asn Ser Leu Ser Phe lie Ser Val 
15 10 15 



Asp Lys Pro Phe Gly Gin Ser Glu Asp Val C:.-s Pre Val He Ser Xaa 
20 25 30 



60 
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(2) INFORMATION FOR SEQ ID NO: 423: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGV: linear 

(xi) SBQUE^K:E DESCRIPTIOT : SEQ ID NO: 423: 

Met Glu Phe Leu Phe Asn Lys Thr Gly Trp Ala Phe Ala Ala Leu Cys 
15 10 15 

Phe Val Leu Ala Met Thr Ser Gly Gin Met Trp Asn His He Arg Gly 
20 25 30 

Pro Pro Tyr Ala His Lys Asn Pro His Thr Gly His Val Asn Tyr He 
35 40 45 

His Gly Ser Ser Gin Ala Gin Phe Val Ala Glu Thr His He Val Leu 
50 55 60 

Leu Phe Asn Gly Gly Val Thr Leu Gly Met Val Leu Leu Cys Glu Ala 
^5 70 75 80 

Ala Thr Ser Asp Met Asp He Gly Lys Arg Lys He Met Cys Val Ala 
85 90 95 

Gly He Gly Leu Val Val Leu Phe Phe Ser Trp Met Leu Ser He Phe 
100 105 110 

Arg Ser Lys Tyr His Gly lyr Pro Tyr Ser Phe Leu Met Ser Xaa 
115 120 125 



(2) INFORMATION FOR SBQ ID NO: 424: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 amino acids 

(B) TYPE: amino cicid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 424: 

Met Thr Trp His Ser Arg Glu Ser Phe Xaa Leu Leu Arg Val Val Ala 
15 10 15 

Pro Ser Gin Ala Pro Gly Met Gin Val Ser Pro Ser Gin Arg Ala Trp 
20 25 30 

Arg Arg Pro Leu His Arg Cys His Val Ala Ala Pro Arg Pro His His 
35 40 45 

Phe Ala Phe Phe Arg Asn Pro Phe Ser Trp Ser Phe He Lys Leu Leu 
50 55 60 

Tyr Arg Tyr Leu Xaa 
65 
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(2) INFORMATION FOR SEQ ID NO: 425: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIOI: SEQ ID NO: 425: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr He Ser Leu He Leu Ala Val 
15 10 15 

Gin He Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 25 30 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Thr 
35 40 45 

Trp Pro Thr Thr Arg Ser Leu Gly Arg Gin Asp Glu His Gin Asp Arg 
50 55 60 

Val His He Leu Gly Gly Phe Pro Gin Leu His Gly His Ser Pro Tyr 
^5 70 75 80 

Gly Leu Pro Gly Arg Gly Glu Arg Tyr Val Gly Xaa 
85 90 



(2) INFORMATION FOR SEQ ID NO: 426: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 380 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 426: 

Met Ala Arg Arg Ser Ala Phe Pro Ala Ala Ala Leu Trp Leu Trp Ser 
^ 5 10 15 

He Leu Leu Cys Leu Leu Ala Leu Arg Ala Glu Ala Gly Pro Pro Gin 
20 25 30 

Glu Glu Ser Leu Tyr Leu Trp He Asp Ala His Gin Ala Arg Val Leu 
35 40 45 

He Gly Phe Glu Glu Asp He Leu He Val Ser Glu Gly Lys Met Ala 
50 55 60 

Pro Phe Thr His Asp Phe Arg Lys Ala Gin Gin Arg Met Pro Ala He 
^5 70 75 80 

Pro Val Asn He His Ser Met Asn Phe Thr Trp Gin Ala Ala Gly Gin 
85 90 95 

Ala Glu Tyr Phe Tyr Glu Phe Leu Ser Leu Arg Ser Leu Asp Lys Gly 
100 105 110 
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He Met Ala Asp Pro Thr Val Asn Val Pro Leu Leu Gly Thr Val Pro 
115 120 125 

His Lys Ala Ser Val Val Gin Val Gly Phe Pro Cys Leu Gly Lys Gin 
130 135 140 

Asp Gly Val Ala Ala Phe Glu Val Asp Val He Val Met Asn Ser Glu 
145 150 155 160 

Gly Asn Thr He Leu Gin Thr Pro Gin Asn Ala He Phe Phe Lys Thr 
165 170 175 

Cys Gin Gin Ala Glu Cys Pro Gly Gly Cys Arg Asn Gly Gly Phe Cys 
180 185 190 

Asn Glu Arg Arg He Cys Glu Cys Pro Asp Gly Phe His Gly Pro His 
195 200 205 

Cys Glu Lys Ala Leu Cys Thr Pro Arg Cys Met Asn Gly Gly Leu Cys 
210 215 220 

Val Thr Pro Gly Phe Cys He Cys Pro Pro Gly Phe Tyr Gly VaX Asn 
225 230 235 240 

Cys Asp Lys Ala Asn Cys Ser Thr Thr Cys Phe Asn Gly Gly Thr Cys 
245 250 255 

Phe Tyr Pro Gly Lys Cys He Xaa Pro Pro Gly Leu Glu Gly Glu Gin 
260 265 270 

Cys Glu He Ser Lys Cys Pro Gin Pro Cys Arg Asn Gly Gly Lys Cys 
275 280 285 

He Gly Lys Ser Lys Cys Lys Xaa Ser Lys Gly Tyr Gin Gly Asp Leu 
290 295 300 

Cys Ser Lys Pro Val Cys Glii Pro Gly Cys Gly Ala His Gly Thr Cys 
305 310 ' 315 * 320 

His Glu Pro Asn Lys Cys Gin Cys Gin Glu Gly Trp His Gly Arg His 
325 330 335 

Cys Asn Lys Arg Tyr Glu Ala Ser Leu He His Ala Leu Arg Pro Ala 
340 345 350 

Gly Ala Gin Leu Arg Gin His Thr Pro Ser Leu Lys Lys Ala Glu Glu 
355 360 365 



Arg Arg Asp Pro Pro Glu Ser Asn Tyr He Trp Xaa 
370 375 380 



(2) INFORMATION FOR SEQ ID NO: 427: 

(i) SBCJUENCE CHARACTERISTICS: 

(A) LENGTH: 24 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 427: 
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Met Thr Ser Asn Leu Leu Leu Leu Thr leu Leu Leu Lys Asp Thr Leu 
15 10 15 



Xaa Leu Ala Lys Xaa Asn Xaa Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 428: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 47 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEC^JENCE DESCRIPTION: SEQ ID NO: 423: 

Met Arg His His Thr Gin Leu Asn Phe lie Phe Leu Val Glu Met Val 
15 10 15 

Phe Leu His Val Gly Gin Ala Gly Leu Lys Leu Pro Thr Ser Giy Asp 
20 25 30 

Xaa Ala Cys Phe Gly Leu Pro Lys Val Leu Gly Lea Gin Ala Xaa 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 429: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 429: 

Met Cys Ser Asp Xaa 
1 5 



<2) INFORMATION FOR SEQ ID NO: 430: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 144 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 430: 

Leu Leu Ser He Leu Leu Cys Leu Leu Ala Ser Gly Leu Val Val Phe 
15 10 15 

Phe Leu Phe Pro His Ser Val Leu Val Asp Asp Asp Gly lie Lys Val 
20 25 30 

Val Lys Val Thr Phe Asn Lys Gin Asp Ser Leu Val He Leu Thr He 
35 40 45 

Met Ala Thr Leu Lys He Arg Asn Ser Asn Phe Tyr Thr Val Ala Val 
50 55 50 
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Thr Ser Leu Ser Ser Gin lie Gin Tyr Met Asn Thr Val Val Asn Phe 
65 70 75 80 

Thr Gly Lys Ala Glu Met Gly Gly Pro Phe Ser Tyr Val Tyr Phe Phe 
85 90 95 

Cys Thr Val Pro Glu lie Leu Val His Asn He Val He Phe Met Arg 
100 105 110 

Thr Ser Val Lys He Ser Tyr He Gly Leu Met Thr Gin Ser Ser Leu 
115 120 125 

Glu Thr His His Tyr Val Asp Cys Gly Gly Asn Ser Thr Ala He Xaa 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 431: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 431: 

Met Phe Phe Phe Leu Tyr Val Tyr Ser Val Leu Cys Gly Leu Leu Val 
15 10 15 

Tyr Pro Ser Leu Pro Ser His Ser Val Ser Leu Val Thr Ser Leu Val 
20 25 30 

Ala Ser Ala Leu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 432: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCJTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 432: 

Met Ala Ser He Asn Ala Val Tyr He His Val Phe Leu Gly Val Cys 
15 10 15 

Val Gin Ala Thr Ala Ala Cys Pro Trp Cys Ser Gin Cys Arg Xaa Gly 
20 25 30 

Ser Val Pro Ser Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 433: 



wo 98/54963 



583 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 192 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 433: 

Met Met Ala Ala Met Val Leu Thr Ser Leu Ser Cys Ser Pro Val Val 
15 10 15 

Gin Ser Pro Pro Gly Thr Glu Ala Asn Phe Ser Ala Ser Arg Ala Ala 
20 25 30 

Cys Asp Pro Trp Lys Glu Ser Gly Asp lie Ser Asp Ser Gly Xaa Ser 
35 40 45 

Thr Thr Ser Gly His Trp Ser Gly Ser Ser Gly Val Ser Thr Pro Ser 
50 55 60 

Pro Pro His Pro Gin Ala Ser Pro Lys Tyr Leu Gly Asp Ala Phe Gly 
65 70 75 80 

Ser Pro Gin Thr Asp His Gly Phe Glu Thr Asp Pro Asp Pro Phe Leu 
85 90 95 

Leu Asp Glu Pro Ala Pro Arg Lys Arg Lys Asn Ser Val Lys Val Met 
100 105 110 

Tyr Lys Cys Leu Trp Pro Asn Cys Gly Lys Val Leu Arg Ser lie Val 
115 120 125 

Gly lie Lys Arg His Val Lys Ala Leu His Leu Gly Asp Thr Val Asp 
130 135 140 

Ser Asp Gin Phe Lys Arg Glu Glu Asp Phe Tyr Tyr Thr Glu Val Gin 
145 150 155 160 

Leu Lys Glu Glu Ser Ala Ala Ala Ala Ala Ala Ala Ala Ala Asp Pro 
165 170 175 

Gin Ser Leu Gly Leu Pro Pro Pro Ser Gin Leu Pro Pro Pro Ala Xaa 
180 185 190 



t2) INFORMATION FOR SEQ ID NO: 434: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 434: 

Met Ser Thr Asn Tyr Leu Thr Asp Val Cys Ser Leu Phe Ser Tyr Leu 
1 5 10 15 . 

Asn Tyr Leu Tyr Phe His His His Leu Pro Val Pro Asn Thr Xaa 
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20 25 30 



(2) INFORMATICSN FOR SEQ ID NO: 435: 

(i) SEQUENCE CHARACTEEaSTICS : 

(A) LENGTH: 101 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SBC2UENCE DESCRIPTION: SEQ ID NO: 435: 

Met Gly Phe Phe Phe Val Leu Phe Phe Leu Tyr Leu Ala Leu Ser Arg 
15 10 15 

Asp Trp Ser lie Asn Phe Leu Lys Asp His Arg He Asn Phe Phe Val 
20 25 30 

Ala Thr Ser Tyr Phe Ser Val Tyr Val Arg Gly Xaa Pro Xaa Val Pro 
35 40 45 

Ala Asp Thr Pro Leu Gly Pro Leu Leu Ser I^eu Trp Leu His His Asn 
50 55 60 

Ala Phe Phe Ser He Leu Pro Lys Phe Pro Glu Asn Xaa Xaa Phe Leu 
65 70 75 80 

He Leu Lys Lys Leu Val Val Glu Met Gly Trp Asp Leu Phe He Ser 
85 90 95 

Pro Glu Asn Lys Xaa 
100 



<2> INFORMATION FOR SEQ ID NO: 436: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

<B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 436: 

Met Ala Arg Tyr Phe He E*ie Phe He Leu Val Phe Met Lys Val Ser 
15 10 15 

Leu Asn Thr Thr Trp Pro Ala Pro Arg Pro Ala Thr Leu Arg Thr Ala 
20 25 30 

Asn Lys Ser Lys Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 437: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 437: 

Phe Ser Thr lie Arg Ser Gly Leu Thr Asp Arg Ser Val Asn Phe Leu 
15 10 15 

Phe Leu Phe Leu 'Asp Val Pro Asp Cys Arg Leu Val Asn lie Glu Leu 
20 25 30 

Met Ala Asn Ser Thr Val Thr His Ala Xaa 
35 40 



(2> INFORMATION FOR SEQ ID bXD: 438: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 438: 

Leu 
1 



(2) INFORMftTIQN FOR SEQ ID NO: 439: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 439: 

Met Pro Trp Arg Arg Ala Gly Leu Met Met Leu Pro lie He Thr Gly 
15 10 15 

Cys Cys Pro Cys Ser Ala Ser He Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 440: 

(i) SBQUENCE CHARACTERISTICS: 

(A) LQJGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SBQUENCE DESCRIPTION: SEQ ID NO: 440: 

Met Tyr Leu Cys Lys Thr Val Lys Val Leu He Cys Tyr Asp Trp He 
15 10 15 

Leu Gly Leu Val Ser Ser Gly Gin His Trp Val Val Ser Leu Ser Tyr 
20 25 30 

Ser He Arg Val Tyr Pro Ala Met His Phe Thr Leu Cys Val His He 
35 40 45 



Tyr Ser Lys Glu Pro Cys 
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50 



(2) INFORMATION FOR SEQ ID NO: 441: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 441: 

Met Thr Ala Leu Val Trp Arg Lys Gly Pro Asp Gly Gly Ser Arg Lys 
1 5 10 15 

Pro He Leu Leu Leu Phe Phe Phe Leu Pro Leu He Leu Cys Phe His 
20 25 30 

Ser Phe He His Ser Ser Asn He Cys Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 442: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SBQ^JQ3CE DESCRIPTICN: SEQ ID NO: 442; 

Met Phe Leu Thr Thr Trp Phe Leu Leu Leu Ser Val Ala Trp Xaa Ala 
1 5 10 15 

Leu Thr Arg Ser Gly Arg Ser Cys Leu Pro Leu Val Gly Arg Pro Arg 
20 25 30 

Glu Gin Ser Pro Arg Thr His Cys Ala Ala Ser Ser Thr Lys Glu Arg 
35 40 45 

Asn Ser Asp Pro Gin Pro Ser Pro Pro Glu Val Val Gly Pro Leu Trp 
50 55 60 

Ser Xaa 
65 



(2) INFORMATION FOR SEQ ID NO: 443: 

(i> SEQUENCE CHARACTERISmCS : 

(A) LENGTH: 156 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SBQ ID NO: 443: 

Met Lys Ala He Gly He Glu Pro Ser Leu Ala Thr Tyr His His He 
15 10 15 

He Arg Leu Phe Asp Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 
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20 



25 



30 



lie He Tyr Asp He Met Asn Glu Leu Met Gly Lys Arg Phe Ser Pro 
35 40 45 

5 

Lys Asp Pro Asp Asp Asp Lys Phe Phe Gin Ser Ala Met Ser He Cys 
50 55 60 

Ser Ser Leu Arg Asp Leu Glu Leu Ala Tyr Gin Val His Gly Leu Leu 
10 65 70 75 80 

Lys Thr Gly Asp Asn Trp Lys Phe He Gly Pro Asp Gin His Arg Asn 
85 90 95 

15 Phe Tyr Tyr Ser Lys Phe Phe Asp Leu He Cys Leu Met Glu Gin He 
100 105 110 



20 



JKsp Val Thr Leu Lys Trp Tyr Glu Asp Leu He Pro Ser Ala Tyr Phe 
115 120 125 

Pro His Ser Gin Thr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 



Asn Arg Leu Glu Val He Pro Lys He Trp Glu Arg 
25 145 150 155 



30 



(2) INFORMATION FOR SEQ ID NO: 444: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LQX?rH; 57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

35 (xi) SEC^JENCE DESCRIPTION: SEQ ID NO: 444: 

Met His Phe Leu Phe Arg Phe He Val Phe Phe Tyr Leu Trp Gly Leu 
15 10 15 

40 Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 
20 25 30 

He Glu Val Leu His Arg Pro Glu Asn Cys Ser Lys Thr Ser Lys Lys 
35 40 45 



45 



Gly Asp Leu Leu Lys Cys Pro Leu Xaa 
50 55 



50 

(2) INFORMATION FOR SEQ ID NO: 445: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LHJGTH: 416 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 445: 



60 



Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 
15 10 15 
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Val His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys 
20 25 30 

5 Thr Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg 
35 40 45 

Gly Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His 
50 55 60 

10 

Arg Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp 
65 70 75 80 

Vea Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr 
15 85 90 95 

Lys Val Phe Gly Ser Lys Phe Thr Gin lie Ser Pro Val Trp Leu Gin 
100 105 110 

20 Leu Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp 
115 120 125 

Val Asp Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu 
130 135 140 

25 

His lie Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe 
145 150 155 160 

Arg Asn Val Leu Asp Ser Glu Asp Glu lie Glu Glu Leu Ser Lys Thr 
30 165 170 175 

Val Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu 
180 185 190 

35 Val Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Met 
195 200 205 

Leu Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu 
210 215 220 

40 

L^ Val He Pro Pro Ala He Thr Pro Gly Thr Asp Gin Leu Gly Met 
225 230 235 240 

Phe Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe 
45 245 250 255 

Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn 
260 265 270 

50 Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys 
275 280 285 

Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe Tyr Gly Met 
290 295 300 

55 

Asp Tyr Ala Thr Ser . Lys Asp Ala Arg Glu Pro Val Val Gly Ala Arg 
305 310 315 320 

Tyr He Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp Ser 
60 325 330 335 
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Gin Xaa Ser Glu His Phe Phe Glu Tyr Lys Lys Ser Arg Ser Gly Arg 
340 345 350 

5 His Val Val Phe Tyr Pro Thr Leu Lys Ser Leu Gin Val Arg Leu Glu 
355 360 365 

Leu Ala Arg Glu Leu Gly Val Gly Val Ser He Trp Glu Leu Ala Arg 
370 375 380 



10 



Ala Trp Thr Thr Ser Thr Thr Cys Ser Acg Trp Ala Leu Arg Pro Pro 
385 390 395 400 



Arg Trp Thr Cys Ser Phe Leu Ser His Gly Val Ser Glu Gin Val Xaa 
15 405 410 415 



20 



35 



(2) INFORMATION FOR SEQ ID NO: 446: 



(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 446: 

30 Met Ala Pro Gly Pro Leu Ser Ala Thr Gin Ala Val Val lie His Thr 
15 10 15 

Thr His Cys Leu Gin Leu Pro Val Trp Cys Leu Ser Leu Val Ser Glu 
20 25 30 



Leu Leu Gly Arg Ala Pro Pro His Asn Lys Asp Ala Leu Arg Pro Ser 
35 40 45 



Lys Lys Lys Lys Lys Lys Leu Xaa Gly Gly Pro Val Pro lie Pro Pro 
40 50 55 60 



45 

(2) INPORMATICN FOR SEQ ID NO: 447: 

(i) SB^JENCE CHARACTERISTICS: 
50 (A) LENGTH: 206 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 447: 

55 Met Leu Gly Ala Lys Pro His Trp Leu Pro Gly Pro Leu His Ser Pro 
15 10 15 



Gly Leu Pro 

60 



Leu Val Leu Val Leu Leu Ala Leu Gly Ala Gly Trp Ala* 
20 25 30 
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Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
35 40 45 

Cys Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
50 55 60 

Gly Glu Ala Pro Pro Gly Arg Val Ala Phe Ala Ala Val Arg Ser 3Caa 
65 70 75 80 

His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Xaa Gly Ala lie 
85 90 95 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
100 105 110 

Ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
115 120 125 

His Val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Met 
130 135 140 

Leu Asn Thr Trp Pro Val He Ser Ala Phe Ala Asn Asp Pro Asp Val 
145 150 155 160 

Thr Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
165 170 175 

Asp Arg Val Ser Leu Arg Leu Arg Arg Gly Asn Leu Leu Gly Gly Trp 
180 185 190 

Lys Tyr Ser Ser Phe Ser Gly Phe Leu lie Phe Pro Leu Xaa 
195 200 205 



(2) INFORMATION FOR SEQ ID NO: 448i 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 448: 

Met Ser Ser Leu Leu Ser Ala Gly Leu Gin Ala Ser Leu Cys Gly Lys 
15 10 15 

Xaa Leu Trp Ala Ser Thr Trp Tyr Leu Val Cys Cys Leu Leu Pro Phe 
20 25 30 

Phe His Gin Gly Cys Cys Asp His Lys Ser Lys Gin Gin Tyr He Pro 
35 40 45 

Asn Leu Lys Ser lyr Cys Gly Leu Ser Thr He Glu He Xaa 
50 55 60 



(2) INFORMATION FOR SBQ ID NO: 449: 
(i) SEQUENCE CHARACTEEaSTICS : 
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(A) LENGTH: 316 amino acids 

(B) TYPE: amino acid 
(D) TOPOUXSY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 449: 

5 

Met Ser Thr Lys Lys Leu Cys He Val Gly Gly He Leu Leu Val Phe 
1 5 10 15 

Gin He He Ala Phe Leu Val Gly Gly Leu He Ala Pro Gly Pro Thr 
10 20 25 30 

Thr Ala Val Ser Tyr Met Ser Val Lys Cys Val Asp Ala Arg Lys Asn 
35 40 45 

15 His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro Asn His Cys Asp 
50 55 60 

Lys He Arg Asp He Glu Glu Ala He Pro Arg Glu He Glu Ala Asn 
65 70 75 80 

20 

Asp He Val Phe Ser Val His He Pro Leu Pro His Met Glu Met Ser 
85 90 95 

Pro Trp Phe Gin Phe Met Xaa Phe He Leu Gin Leu Asp He Ala Phe 
25 100 105 110 

Lys Leu Asn Asn Gin He Arg Glu Asn Ala Glu Val Ser Met Asp Val 
115 120 125 

30 Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp Thr Glu Met Ala 
130 135 140 

His Glu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys 
145 150 155 160 

35 

Thr Pro Glu His Gly Gly Pro Val Thr Met Asn Val Met Ser Phe Leu 
165 170 175 

Ser Trp Lys Leu Gly Leu Trp Pro Met Lys Phe Tyr Leu Leu Asn He 
40 180 185 190 

Arg Leu Pro Val Asn Glu Lys Lys Lys He Asn Val Gly He Gly Glu 
195 200 205 

45 He Lys Asp He Arg Leu Val Gly He His Gin Asn Gly Gly Phe Thr 
210 215 220 



50 



Lys Val Trp Phe Ala Met Lys Thr Phe Leu Thr Pro Ser He Phe He 
225 230 235 240 

He Met Val Trp Tyr Trp .Arg Arg He Thr Met Met Ser Arg Pro Pro 
245 250 255 



Val Leu Leu Glu Lys Val He Phe Ala Leu Gly He Ser Met Thr Phe 
55 260 265 270 

He Asn He Pro Val Glu Trp Phe Ser He Gly Phe Asp Trp Thr Trp 
275 280 285 

60 Met Leu Leu Phe Gly Asp He Arg Gin Ala Ser Ser Met Xaa Cys Phe 
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290 



295 



300 



Xaa Pro Ser Gly Ser Ser Ser Val Ala Ser Thr Xaa 
305 310 315 



(2) INFORMATXCN FOR SEQ ID NO: 450: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTEH: 24 aniino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SE^yJENCE DESCRIPTION: SEQ ID NO: 450: 

Met Leu Ala Leu Leu Gly Leu Leu Ala Gly Thr Glu His Pro Pro Gly 
1 5 .10 15 

Pro Gin Gly Pro Gly Pro Ser Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 451: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCSTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 451: 

Met Pro Ser Gly Ala Cys Cys Ser Pro Xaa 
15 10 



(2) INFORMATION FOR SEQ IQ NO: 452: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 26 amino acids 

(B) TYPE: amino cicid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 452: 

Met Leu Pro Ala Leu Ser Thr Val Leu Leu Pro Thr Pro Ser Leu Cys 
15 10 15 

Ser Gly Asn Pro Arg Glu Gly Trp Ala.Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 453: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQ3GTH: 172 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 453: 
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Met Tyr Ser Leu His Ser Trp Val Gly Leu He Ala Val He Cys Tyr 
15 10 15 

Leu Leu Gin Leu Leu Ser Gly Phe Ser Val Phe Leu Leu Pro Trp Ala 
20 25 30 

Pro Leu Ser Leu Arg Ala Phe Leu Met Pro He His Val Tyr Ser Gly 
35 40 45 

He Val He Phe Gly Thr Val He Ala Thr Ala Leu Met Gly Leu Thr 
50 55 60 

Glu Lys Leu He Phe Ser Leu Arg Asp Pro Ala Tyr Ser Thr Phe Pro 
65 70 75 80 

Pro Glu Gly Val Phe Val Asn Thr Leu Gly Leu Leu He Leu Val Phe 
85 90 95 

Gly Ala Leu He Phe Trp He Val Thr Arg Pro Gin Trp Lys Arg Pro 
100 105 110 

Lys Glu - Pro Asn Ser Thr He Leu His Pro Asn Gly Gly Thr Glu Gin 
115 120 125 

Gly Ala Arg Gly Ser Met Pro Ala Tyr Ser Gly Asn Asn Met Asp Lys 
130 135 140 

Ser Asp Ser Glu Leu Asn Xaa Glu Val Ala Ala Arg Lys Arg Asn Leu 
145 150 155 160 

Ala Leu Asp Glu Ala Gly Gin Arg Ser Thr Met Xaa 
165 170 



(2) INFORMATION FOR SEQ ID NO: 454: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEMSTH: 96 amino acids 

(B) T5fPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 454: 

Met Phe His Val Leu Met Ala Gin Val Thr Xaa Val He He Thr Thr 
15 10 15 

Wal Ser Val Leu Val Phe Asp Phe Arg Pro Ser Leu Glu Phe Phe Leu 
20 25 30 

Glu Ala Xaa Ser Val Xaa Leu Ser He Phe He Tyr Asn Ala Ser Lys 
35 40 45 

Pro Gin Val Pro Glu Tyr Ala Pro Arg Gin Glu Arg He Arg Asp Leu 
50 55 60 

Ser Gly Asn Leu Trp Glu Arg Ser Ser Gly Asp Gly Glu Glu Leu Glu 
65 70 75 80 



Arg Leu Thr Lys Pro Lys Ser 
85 



Asp Glu Ser Asp Glu Asp Thr Phe Xaa 
90 95 
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5 

(2) INFORMATION FOR SEQ ID NO: 455: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTTH: 171 amino acids 

<B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 455: 

15 Met Arg Gly Pro Ala Gin Ala Lys Leu Leu Pro Gly Ser Ala lie Gin 
15 10 15 

Ala Leu Val Gly Leu Ala Arg Pro Leu Val Leu Ala Leu Leu Leu Val 
20 25 30 

20 

Ser Ala Ala Leu Ser Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro- 
35 40 45 

Thr Val Leu Asn Ser His He Ser Thr Pro Asn Val Asn Ala Leu Thr 
25 50 55 60 

His Glu Asn Gin Thr Lys Pro Ser He Ser Gin He Ser Thr Thr Leu 
65 70 75 80 

30 Pro Pro Thr Thr Ser Thr Lys Lys Ser Gly Gly Ala Ser Val Val Pro 

85 90 95 

His Pro Ser Pro Thr Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
100 105 110 

35 

Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 ^ . 120 125 

Ser Thr Ala Lys Asp Thr Leu Asp Asn Gly Asp Tyr Gly Glu Pro Asp 
40 130 135 140 

Tyr Asp Trp Thr Thr Gly Pro Arg Asp Asp Asp Glu Ser Asp Xaa His 
145 150 155 160 

45 Leu Gly Arg Lys Gin Gly Leu His Gly Asn Xaa 

165 170 



50 <2) INFORMATION FOR SEQ ID NO: 456: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LOKTIH: 92 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 456: 

Met Lys Ala Ser Gin Cys Cys Cys Cys Leu Ser His Leu Leu Ala Ser. 
15 10 15 

60 



wo 98/54963 



PCT/US98/11422 



595 



Val Leu Leu Leu Leu Leu Leu Pro Glu Leu Ser Gly Xaa Leu Xaa Val 
20 25 30 

Leu Leu Gin Ala Ala Glu Ala Ala Pro Gly Xaa Gly Pro Pro Asp Pro 
5 35 40 45 

Arg Pro Gly His Tyr Arg Arg Cys His Arg Ala Leu Thr Pro Ala Gin 
50 55 60 

10 Gin Pro Gly Arg Gly Leu Ala Glu Ala Ala Gly Ala Ala Gly Leu Arg 
65 70 75 80 



15 



25 



40 



55 



Gly Arg Gin Trp Gin Gin Pro Cys Gly Arg Ala Xaa 
85 90 



(2) INFORMATION FOR SEQ ID NO: 457: 



20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENC3TH: 206 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 457: 



He Ser Val Leu Xaa Tyr Pro His Cys VaX Val His Glu Leu Pro Glu 
IS 10 15 



Leu Thr Ala Glu Ser Leu Glu Ala Gly Asp Ser Asn Gin Phe Cys Trp 
30 20 25 30 

Arg Asn Leu Phe Ser Cys He Asn Leu Leu Arg He Leu Asn Lys Leu 
35 40 45 

35 Thr Lys Trp Lys His Ser Arg Thr Met Met Leu Val Val Phe Lys Ser 
50 55 60 



Ala Pro He Leu Lys Arg Ala Leu Lys Val Lys Gin Ala Met Met Gin 
65 70 75 80 

Leu Tyr Val Leu Lys Leu Leu Lys Val Gin Thr Lys Tyr Leu Gly Arg 
85 90 95 



Gin Trp Arg Lys Ser Asn Met Lys Thr Met Ser Ala He Tyr Gin Lys 
45 100 105 110 

Val Arg His Arg Leu Asn Asp Asp Trp Ala Tyr Gly Asn Asp Leu Asp 
115 120 125 

50 Ala Arg Pro Trp Asp Phe Gin Ala Glu Glu Cys Ala Leu Arg Ala Asn 
130 135 140 



He Glu Arg Phe Asn Ala Arg Arg Tyr Asp Arg Ala His Ser Asn Pro 
145 150 155 160 

Asp Phe Leu Pro Val Asp Asn Cys Leu Gin Ser Val Leu Gly Gin Arg 
165 170 175 



60 



Val Asp Leu Pro Glu Asp Phe Gin Met Asn Tyr Asp Leu Trp Leu Glu 
180 185 190 
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Arg Glu Val Phe Ser Lys Pro lie Ser Trp Glu Glu Leu Leu 
195 200 205 



(2) INFORMATICS FOR SEQ ID NO: 458: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 317 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGV: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 458: 

15 Met Ala Pro Pro Ala Pro Gly Pro Ala Ser Gly Gly Ser Gly Glu Val 
15 10 15 



20 



35 



50 



Asp Glu Leu Phe Asp Val Lys Asn Ala Phe Tyr He Gly Ser Tyr Gin 
20 25 30 

Gin Cys He Asn Glu Ala Xaa Xaa Val Lys Leu Ser Ser Pro Glu Arg 
35 40 45 



Asp Val Glu Arg Asp Val Phe Leu Tyr Arg Ala Tyr Leu Ala Gin Arg 
25 50 55 60 

Lys Phe Gly Val Val Leu Asp Glu He Lys Pro Ser Ser Ala Pro Glu 
65 70 75 80 

30 Leu Gin Ala Val Arg Met Phe Ala Asp Tyr Leu Ala His Glu Ser Arg 

85 90 95 



Arg Asp Ser He Val Ala Glu Leu Asp Arg Glu Met Ser Arg Ser Xaa 
100 105 110 

Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser He Tyr Leu 
115 120 125 



His Asp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly Asp 
40 130 135 140 

Ser Leu Glu Cys Thr Ala Met Thr Val Gin He Leu Leu Lys Leu Asp 
145 150 155 160 

45 Arg Leu Asp Leu Ala Arg Lys Glu Leu Lys Arg Met Gin Asp Leu Asp 

165 170 175 



Glu Asp Ala Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu Ala 
180 185 190 

Thr Gly Gly Glu Lys Leu Gin Asp Ala Tyr Tyr He Phe Gin Glu Met 
195 200 205 



Ala Asp Lys Cys Ser Pro Thr Leu Leu Leu Leu Asn Gly Gin Ala Ala 
55 210 215 220 

Cys His Met Ala Gin Gly Arg Trp Glu Ala Ala Glu Gly Leu Leu Gin 
225 230 235 240. 

60 Glu Ala Leu Asp Lys Asp Ser Gly Tyr Pro Glu Thr Leu Val Asn Leu 
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245 250 255 

lie Val Leu Ser Gin His Leu Gly Lys Pro Pro Glu Val Thr Asn Arg 
260 265 270 

Tyr Leu Ser Gin Leu Lys Asp Ala His Arg Ser His Pro Phe He Lys 
275 2B0 285 

Glu Tyr Gin Ala Lys Glu Asn Asp Phe Asp Arg Leu Val Leu Gin Tyr 
10 290 295 300 

Ala Pro Ser Ala Glu Ala Gly Pro Glu Leu Ser Gly Pro 
305 310 315 



15 



30 



45 



(2) INFORMATION FOR SEQ ID KO: 459: 



(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH; 261 amino acids 

(B) ■ TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 459: 

25 Arg Asp Val Glu Arg Asp Val Phe Leu Tyr Arg Ala Tyr Leu Ala Gin 
15 10 15 

Arg Lys Phe Gly Val Val Leu Asp Glu He Lys Pro Ser Ser Ala Pro 
20 25 30 



Glu Leu Gin Ala Val Arg Met Phe Ala Asp Tyr Leu Ala His Glu Ser 
35 40 45 



Arg Arg Asp Ser He Val Ala Glu Leu Asp Arg Glu Met Ser Arg Ser 
35 50 55 60 

Xaa Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser He Tyr 
65 70 ' 75 80 

40 Leu His Asp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly 

85 90 95 

Asp Ser Leu Glu Cys Thr Ala Met Thr Val Gin He Leu Leu Lys Leu 
100 105 110 



Asp Arg Leu Asp Leu Ala Arg Lys Glu Leu Lys Arg Met Gin A^ Leu 
115 120 125 



Asp Glu Asp Ala Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu 
50 130 135 140 

Ala Thr Gly Gly Glu Lys Leu Gin Asp Ala Tyr Tyr He Phe Gin Glu 
145 150 155 160 

55 Met Ala Asp Lys Cys Ser Pro Thr Leu Leu Leu Leu Asn Gly Gin Ala 

165 170 175 

Ala Cys His Met Ala Gin Gly Arg Trp Glu Ala Ala Glu Gly Leu Leu. 
180 185 190 

60 
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Gin Glu Ala Leu Asp Lys Asp Ser Gly Tyr Pro Glu Thr Leu Val Asn 
195 200 205 

Leu lie Val Leu Ser Gin His Leu Gly Lys Pro Pro Glu Val Thr Asn 
5 210 215 220 

Arg Tyr Leu Ser Gin Leu Lys Asp Ala His Arg Ser His Pro Phe lie 
225 230 235 240 

10 Lys Glu Tyr Gin Ala Lys Glu Asn Asp Phe Asp Arg Leu Val Leu Gin 

245 250 255 

Tyr Ala Pro Ser Ala 
260 

15 



(2) INFORMifVTICN FOR SEQ ID NO: 460: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 460: 

25 

Met Lys Ala He Gly He Glu Pro Ser Leu Ala Thr Tyr His His He 
15 10 15 

He Arg Leu Phe Asp Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 
30 20 25 30 

He He Tyr Asp He Met Asn Glu Leu Met Gly Lys Arg Phe Ser Pro 
35 40 45 

35 Lys Asp Pro Asp Asp Asp Lys Phe Phe Gin Ser Ala Met Ser He Cys 
50 55 60 

Ser Ser Leu Arg Asp Leu Glu Leu Ala Tyr Gin Val His Gly Leu Leu 
65 70 75 80 

40 

Lys Thr Gly Asp Asn Trp Lys Phe He Gly Pro Asp Gin His Arg Asn 
85 90 95 

Phe Tyr Tyr Ser Lys Phe Phe Asp Leu He Cys Leu Met Glu Gin He 
45 100 105 110 

Asp Val Thr Leu Lys Trp Tyr Glu Asp Leu He Pro Ser Ala Tyr Phe 
115 120 125 

50 Pro His Ser Gin Thr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 

Asn Arg Leu Glu Val He Pro Lys He Trp Glu Arg 
145 150 155 

55 



60 



(2) INFORMATION FOR SEQ ID NO: 461: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 176 amino acicis 

(B) TYPE: amino acid 
(D) TOPOIjOGY: linear 

(xi) SEQUENCE DESCEIIPTIQN; SEQ ID NO: 461: 

5 

Lys Asp Ser Lys Glu Tyr Gly His Thr Phe Arg Ser Asp Leu Arg Glu 
15 10 15 

Glu lie Leu Met Leu Met Ala Arg Asp Lys His Pro Pro Glu Leu Gin 
10 20 25 30 

Val Ala Phe Ala Asp Cys Ala Ala Asp He Lys Ser Ala Tyr Glu Ser 
35 40 45 

15 Gin Pro He Arg Gin Thr Ala Gin Asp Trp Pro Ala Thr Ser Leu Asn 
50 55 60 

Cys He Ala He Leu Phe Leu Arg Ala Gly Arg Thr Gin Glu Ala Trp 
65 70 75 80 

20 

Lys Met Leu Gly Leu Phe Arg Lys His Asn Lys He Pro Arg Ser Glu 
85 90 95 

Leu Leu Asn Glu Leu Met Asp Ser Ala Lys Val Ser Asn Ser Pro Ser 
25 100 105 110 

Gin Ala He Glu Val Val Glu Leu Ala Ser Ala Phe Ser Leu Pro He 
115 120 125 

30 Cys Glu Gly Leu Thr Gin Arg Val Met Ser Asp Phe Ala He Asn Gin 
130 135 140 

Glu Gin Lys Glu Ala Leu Ser Asn Leu Thr Ala Leu Thr Ser Asp Ser 
145 150 155 160 

35 

Asp Thr Asp Ser Ser Ser Asp Ser Asp Ser Asp Thr Ser Glu Gly Lys 
165 170 175 



40 



45 



(2) INFORMATION FOR SBQ ID NO: 462 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 324 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 462: 

Met Ser Ser Asp Asn Glu Ser Asp He Glu Asp Glu Asp Leu Lys Leu 
15 10 15 

55 Glu Leu Arg Arg Leu Arg Asp Lys His Leu Lys Glu He Gin Asp Leu 
20 25 30 



60 



Gin Ser Arg Gin Lys His Glu He Glu Ser Leu Tyr Thr Lys Leu Gly. 
35 40 45 
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Lys Val Pro Pro Ala Val lie He Pro Pro Ala Ala Pro Leu Ser Gly 
50 55 60 

Arg Arg Arg Arg Pro Thr Lys Ser Lys Gly Ser Lys Ser Ser Arg Ser 
5 65 70 75 80 

Ser Ser Leu Gly Asn Lys Ser Pro Gin Leu Ser Gly Asn Leu Ser Gly 
85 90 95 

10 Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr Leu His Pro Pro 
100 105 110 

Gly Asn He Pro Glu Ser Gly Gin Asn Gin Leu Leu Gin Pro Leu Lys 
115 120 125 

15 

Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe Thr Ser Asp Gly 
130 135 140 

Ala Xle Ser Val Pro Ser Leu Ser Ala Pro Gly Gin Gly Thr Ser Ser 
20 145 150 155 160 

Thr Asn Thr Val Gly Ala Thr Val Asn Ser Gin Ala Ala Gin Ala Gin 
165 170 175 



25 



30 



35 



40 



45 



50 



Pro Pro Ala Met Thr Ser Ser Arg Lys Gly Thr Phe 'ttir Asp Asp Leu 
180 185 190 

His Lys Leu Val Asp Asn Trp Ala Arg Asp Ala Met Asn Leu Ser Gly 
195 200 205 

Arg Arg Gly Ser Lys Gly His Met Asn Tyr Glu Gly Pro Gly Met Ala 
210 215 220 

Arg Lys Phe Ser Ala Pro Gly Gin Leu Cys He Ser Met Thr Ser Asn 
225 230 235 240 

Leu Gly Gly Ser Ala Pro He Ser Ala Ala Ser Ala Thr Ser Leu Gly 
245 250 255 

His Phe Thr Lys Ser Met Cys Pro Pro Gin Gin Tyr Gly Phe Pro Ala 
260 265 270 

Thr Pro Phe Gly Ala Gin Trp Ser Gly Thr Gly Gly Pro Ala Pro Gin 
275 280 285 

Pro Leu Gly Gin Phe Gin Pro Val Gly Ttuc Ala Ser Leu Gin Asn Phe 
290 295 300 

Asn He Ser Asn Leu Gin Lys Ser He Ser Asn Pro Pro Gly Ser Asn 
305 310 315 320 



Leu Arg Thr Thr 



55 

(2) INFORMATION FOR SEQ ID NO: 463: 

(i) SEQUENCE CHARACTERISTICS: 
60 (A) LENGTH: 133 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 463: 

lie Gin Asp Leu Gin Ser Arg Gin Lys His Glu lie Glu Ser Leu Tyr 
15 10 15 

Thr Lys Leu Gly Lys Val Pro Pro Ala Val lie lie Pro Pro Ala Ala 
20 25 30 

Pro Leu Ser Gly Arg Arg Arg Arg Pro Thr Lys Ser Lys Gly Ser Lys 
35 40 45 

Ser Ser Arg Ser Ser Ser Leu Gly Asn Lys Ser Pro Gin Leu Ser Gly 
50 55 60 

Asn Leu Ser Gly Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr 
65 70 75 80 

Leu His Pro Pro Gly Asn lie Pro Glu Ser Gly Gin Asn Gin Leu Leu 
85 90 95 

Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe 
100 105 110 

Thr Ser Asp Gly Ala lie Ser Val Pro Ser Leu Ser Ala Pro Gly Gin 
115 120 125 

Gly Thr Ser Ser Thr 
130 



(2) INFORMATION FOR SEQ ID NO: 464: 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGrrH: 53 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 464: 

Thr Ser Asp Gly Ala lie Ser Val Pro Ser Leu Ser Ala Pro Gly Gin 
15 10 15 

Gly Thr Ser Ser Thr Asn Thr Val Gly Ala Thr Val Asn Ser Gin Ala 
20 25 30 

Ala Gin Ala Gin Pro Pro Ala Met Thr Ser Ser Arg Lys Gly Thr Phe 
35 40 45 

Thr Asp Asp Leu His 
50 



(2) INFORMftTION FOR SEQ ID NO: 465: 



(i) SEQUENCE CHARACTEEaSTICS : 

(A) LENGTH: 48 amino acids 

(B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 465: 

Lys Gly His Met Asn Tyr Glu Gly Pro Gly Met Ala Arg Lys Phe Ser 
5 1 5 10 15 

Ala Pro Gly Gin Leu Cys He Ser Met Thr Ser Asn Leu Gly Gly Ser 
20 25 30 

10 Ala Pro He Ser Ala Ala Ser Ala Thr Ser Leu Gly His Phe Thr Lys 
35 40 45 



15 



(2) INFORMATION FOR SEQ ID NO; 466: 

20 (i) SEX2UENCE CHARACTERISTICS: 

(A) LENGnH: 31 amino acids 

(B) TYPE: andno acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 466 



25 



35 



50 



55 



Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe 
15 10 15 



Thr Ser Asp Gly Ala He Ser Val Pro Ser Leu Ser Ala Pro Gly 
30 20 25 30 



(2) INFORMATION FOR SEQ ID NO: 467: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ^57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID ITO: 467: 

Val Arg Val Ala Ala Ala Glu Ser Met Xaa Leu Leu Leu Glu Cys Ala 
15 10 15 

45 Xaa Val Arg Gly Pro Glu Tyr Leu Thr Gin Met Trp His Phe Met Cys 
20 25 30 



Asp Ala Leu He Lys Ala He Gly Thr Glu Pro Asp Ser Asp Val Leu 
35 40 45 

Ser Glu He Met His Ser Phe Ala Lys 
50 55 



(2) INFORMATION FOR SEQ ID NO: 468: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 amino acids 
60 (B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEC^ffiNCE DESCRIPTION: SBQ ID NO: 468: 

Met Glu He Asn Asn Gin Asn Cys Phe He Val He Asp Leu Val Arg 
15 10 15 

Thr Val Met Glu Asn Gly Val Glu Gly Leu Leu He Phe Gly Ala Phe 
20 25 30 

Leu Pro Glu Ser Trp Leu He Gly Val Arg Cys Ser Ser Glu Pro Pro 
35 40 45 

Lys Ala Leu Leu Leu He Leu Ala His Ser Gin Lys Arg Arg Leu Asp 
50 55 60 

Gly Trp Ser Phe He Arg His Leu Arg Val His Tyr Cys Val Ser Leu 
65 70 75 80 

Thr He His Phe Ser 
85 



(2) INFORMATION FOR SEQ ID NO: 469: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LraJGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTICN: SBQ ID NO: 469: 

Gin Asp Lys His Ala Glu Glu Val Arg Lys Asn Lys Glu Leu Lys Glu 
1 5 10 15 

Glu Ala Ser Arg 
20 



(2) INFORMATION FOR SEQ ID NO: 470: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 92 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

txi) SEQUENCE DESCRIPTION: SEQ ID NO: 470: 

Gin Gin Asp Leu Ser Pro Trp Ala Ala Pro Val Gly Cys Pro Leu Xaa 
15 10 15 

Xaa Ala Ser Xaa Thr Cys His Xaa Leu Pro Leu Ser Gly Cys Leu Arg 
20 25 30 

Arg Gin Ser Xaa Ser Leu Pro Val Val Ala Xaa Leu Cys Phe Trp Phe 
35 40 45 

Ser Cys Pro Leu Ala Ser Leu Phe Val Pro Gly Gin Pro Cys Val Thr 
50 55 60 

Cys Pro Phe Pro Ser Leu Pro Phe Gin Asp Lys His Ala Glu Glu Val 
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70 75 80 



Arg Ivs Asr. L'.-s Glu leu Lys Glu Glu Ala Ser Arg 
35 90 



:2) z:3Cr:-:?-~ic:: fcr seq id no : 47 1: 

:ij SZ^ICEIXE CHARACTERISTICS: 

I^JGTH: 37 amino acids 
{2) TYPE: amino acid 
O) TG?0LCX;Y: linear 
:<i> SZvJE:5CE DESCRIPTION: SEQ ID NO: 471: 

Pro rhr Arg C-ys Cys ?hr Thr Gin Pro Cys Arg Ser Ser Ala Arg Arg 
1 " 5 10 15 

Pro Cys Trr; Vil Pro ilet Val Pro Ser Pro Glu Gly Arg Glu Xaa Gin 
'22 25 30 



Pro rhr Cys Pro Ser 
•5 = 



f2) Z::FC?:-GCIC:T for seq id NO: 472: 

'i) ss^JZ^:cE characteristics: 

CA) LS3GTH: 363 amino acids 
(3) TYPE: amino £icid 
(D) TOPOLOGY: linear 
^xii S3:;uH^:-CE DESCRIPTION: SEQ ID NO: 472: 

Vjzz -V3 Arg Her Leu Asn Glu Asn Ser Ala Arg Ser Thr Ala Gly Cys 
1 ' 5 10 15 

l.eu Pre V2tl Pro Leu Phe Asn Gin Lys Lys Arg Asn Arg Gin Pro Leu 
23 25 30 

r=x Ser AST- Pro Leu Lys Asp Asp Ser Gly lie Ser Thr Pro Ser Asp 
35 40 45 

Asr. ryr Asp Pr. e Pro Pro Leu Pro Thr Asp Trp Ala Trp Glu Ala Val 
50 ' 55 60 

Asn Pro 3lu Zaa Ala Pro Val Met Lys Thr Val Asp Thr Gly Gin He 
55 70 75 80 

Pro His Ser Vai Ser Arg Pro Leu Arg Ser Gin Asp Ser Val Phe Asn 
85 90 95 

Ser lie Gin Ser Asn Thr Gly Arg Ser Gin Gly Gly Trp Ser Tyr Arg 
ICQ 105 110 

Asp Gly Asn Lys Asn Thr Ser Leu Lys Thr Trp Xaa Lys Asn Asp Phe 
115 120 125 

Lys Pro Gin Cys Lys Arg Thr Asn Leu Val Ala Asn Asp Gly Lys Asn 
130 135 140 
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Ser Cys Pro Met Ser Ser Gly Ala Gin Gin Gin Lys Gin Leu Arg Thr 
145 150 155 160 

5 Pro Glu Pro Pro Asn Leu Ser Arg Asn Lys Glu Thr Glu Leu Leu Arg 

165 170 175 

Gin Thr His Ser Ser Lys lie Ser Gly Cys Thr Met Arg Gly Leu Asp 
180 185 190 

10 

Lys Asn Ser Ala Leu Gin Thr Leu Lys Pro Asn Phe Gin Gin Asn Gin 
195 200 205 

Tyr Lys Xaa Gin Met Leu Asp Asp He' Pro Glu Asp Asn Thr Leu Lys 
15 210 215 220 

Glu Thr Ser Leu Tyr Gin Leu Gin Phe Lys Glu Lys Ala Ser Ser Leu 
225 230 235 240 

20 Arg lie He Ser Ala Val He Glu Ser Met Lys Tyr Trp Arg Glu His 

245 250 255 

Ala Gin Lys Thr Val Leu Leu Phe Glu Val Leu Ala Val Leu Asp Ser 
260 265 270 

25 

Ala Val Thr Pro Gly Pro Tyr Tyr Ser Lys Thr Phe Leu Met Arg Asp 
275 280 285 

Gly Lys Asn Thr Leu Pro Cys Val Phe Tyr Glu He Asp Arg Glu Leu 
30 290 295 300 

Pro Arg Leu He Arg Gly Arg Val His Arg Cys Val Gly Asn Tyr Asp 
305 310 315 320 

35 Gin Lys Lys Asn He Phe Gin Cys Val Ser Val Arg Pro Ala Ser Val 

325 330 335 

Ser Glu Gin Lys Thr Phe Gin Ala Phe Val Lys He Ala Asp Val Glu 
340 345 350 

40 

Met Gin Tyr Tyr He Asn Val Met Asn Glu Thr 
355 360 



45 

(2) INFORMATION FOR SEQ ID NO: 473: 

(i) SEQUENCE CHARACTEEOSTICS : 

(A) LENGTH: 45 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUE6JCE DESCRIPTION: SEQ ID NO: 473: 

Ser Gin Asp Ser Val Phe Asn Ser He Gin Ser Asn Thr Gly Arg Ser 
55 1 5 10 15 

Gin Gly Gly Trp Ser Tyr Arg Asp Gly Asn Lys Asn Thr Ser Leu Lys 
20 25 30 

60 Thr Trp Xaa Lys Asn Asp Phe Lys Pro Gin Cys Lys Arg 
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25 



40 



45 



606 



35 40 45 



5 (2) INFORMATION FOR SEQ ID NO: 474: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 474 



Asn Lys Glu Thr Glu Leu Leu Arg Gin Thr His Ser Ser Lys He Ser 
15 10 15 

Gly Cys Thr Met Arg Gly Leu Asp Lys Asn Ser Ala Leu Gin Thr Leu 
20 25 30 



Lys Pro Asn Phe 
20 35 



(2) INFORMATICaJ FOR SEQ ID NO: 475: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 49 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 475: 

Ser Ser Leu Arg He He Ser Ala Val He Glu Ser Met Lys Tyr Trp 
15 10 15 

35 Arg Glu His Ala Gin Lys Thr Val Lgm Leu Phe Glu Val Leu Ala Val 
20 25 30 



Leu Asp Ser Ala Val Thr Pro Gly Pro Tyr Tyr Ser Lys Thr Phe Leu 
35 40 45 



Met 



(2) INFORMATION FOR SEQ ID NOi 476 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 476: 

Pro Arg Leu He Arg Gly Arg Val His Arg Cys Val Gly Asn Tyr Asp 
55 1 5 10 15 

Gin Lys Lys Asn He Phe Gin Cys Val Ser Val Arg Pro Ala Ser Val 
20 25 30 



60 



Ser Glu Gin Lys Thr E^e Gin Ala Phe Val 
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35 40 



5 (2) INFORMATION FOR SEQ ID NO: 477: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 370 amino acids 

(B) TYPE: aadxio acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 477: 

Gly Val Phe Arg Pro Cys Val Cys Gly Arg Pro Ala Ser Leu Thr Cys 
15 10 15 

Ser Pro Leu Asp Pro Glu Val Gly Pro Tyr Cys Asp Thr Pro Thr Met 
20 25 30 



15 



Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro Val 
20 35 40 45 

His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys Thr 
50 55 60 

25 Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg Gly 
65 70 75 80 

Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg 
85 90 95 

30 

Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
100 105 110 

Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys 
35 115 120 125 

Val Phe Gly Ser Lys Phe Thr Gin He Ser Pro Val Trp Leu Gin Leu 
130 135 140 

40 Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp Val 
145 150 155 160 

Asp Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu His 
165 170 175 

45 

He Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg 
180 185 190 

Asn Val Leu Asp Ser Glu Asp Glu He Glu Glu Leu Ser Lys Thr Val 
50 195 200 205 

Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu Val 
210 215 220 

55 Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Met Leu 
225 230 235 240 

Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu Leu 
245 250 255 
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Val He Pro Pro Ala He Thr Pro Gly Thr Asp Gin Leu Gly Met Phe 
260 265 270 

Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe Ser 
5 275 280 285 

Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn Ala 
290 295 300 

10 Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys Xaa 
305 310 315 320 

Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr Ser Met Xaa Trp Thr 
325 330 335 

Xaa Arg Xaa Pro Xaa Asp Ala Arg Xaa Pro Val Val Gly Xaa Arg Xaa 
340 345 350 



15 



He Gin Xaa Leu Lys Asp His Xaa Pro Arg Met Val Leu Asp Ser Lys 
20 355 360 365 



25 



Pro Gin 
370 



(2) INFORMATION FOR SBQ ID NO: 478: 



ti) SBQOENCE CHARACTERISTICS: 
30 (A) LENGTH: 39 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 478: 

35 Thr Cys Ser Pro Leu Asp Pro Glu Val Gly Pro Tyr Cys Asp Thr Pro 
15 10 15 

Thr Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser 
20 25 30 



40 



45 



Pro Val His Thr Thr Leu Ser 
35 



(2) INFORMATION FOR SBQ ID NO: 479: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 479: 

Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg 
55 15 10 15 

Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
20 25 30 



60 



Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys 
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35 40 45 

Val Phe Gly Ser Lys Phe 
50 

5 



(2) INFOBMATION FOR SEQ XD NO: 480: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 480: 

15 

Arg Glu Met Phe Glu Val Thr Gly Leu His Asp Val Asp Gin Gly Trp 
15 10 15 

Met Arg Ala Val Arg Lys His Ala Lys Gly Leu His lie Val Pro Arg 
20 20 25 30 

Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg Asn Val Leu Asp 
35 40 45 

25 Ser Glu Asp Glu . 
50 



30 (2) INFORMATICN FOR SEQ ID NO: 481: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SECyjENCE DESCRIPTION; SEQ ID NO: 481: 

His Phe Asp Gly Phe Val Val Glu Val Trp Asn Gin Leu Leu Ser Gin 
1 5 10 15 

40 

Lys Arg Val Gly Leu lie His Met Leu thr His Leu Ala Glu Ala Leu 
20 25 30 

His Gin Ala Arg Leu Leu Ala Leu Leu Val lie Pro Piro Ala lie Thr 
45 35 40 45 

Pro Gly Thr Asp Gin Leu Gly Met 
50 55 

50 

(2) INFORMATION FOR SEQ ID NO: 482: 

(i) SBQUOiCE CHARACTERISTICS: 
55 (A) LENGTTH: 47 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 482: 



60 Asp Gly Phe Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro 
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10 15 



Gly Pro Asn Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu 
20 25 30 

5 

Asp Pro Lys Xaa Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr 
35 40 45 



10 



(2) INFORMATION FOR SEQ ID NO: 483: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 amino acids 
15 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 483: 

Glu Arg Gly Val Ser lie Asn Gin Phe Cys Lys Glu Phe Asn Glu Arg 
20 1 5 10 15 

Thr Lys Asp lie Lys Glu Gly He Pro Leu Pro Thr Lys He Leu Val 
20 25 30 

25 Lys Pro Asp Arg Thr Phe Glu He Lys He Gly Gin Pro Thr Val Ser 
35 40 45 

Tyr ^e Leu Lys Ala Ala Ala Gly He Glu Lys Gly Ala Arg Gin Thr 
50 55 60 

30 

Gly Lys Glu Val Ala Gly Leu VblI Thr Leu Lys His Val Tyr Glu He 
65 70 75 80 

Ala Arg He Lys Ala Gin Asp Glu Ala Phe Ala Leu Gin Asp Val Pro 
35 85 90 95 

Leu Ser Ser Val Val Arg Ser He He Gly Ser Ala Arg Ser Leu Gly 
100 ~ 105 110 

40 He Arg Val Val Lys Asp Leu Ser Ser Glu Glu Leu Ala Ala Phe Gin 
115 120 125 

Lys Glu Arg Ala He Phe Leu Ala Ala Gin Lys Glu Ala Asp Leu Ala 
130 135 140 

45 

Ala Gin Glu Glu Ala Ala Lys Lys 
145 150 



50 

(2) INFORMATION FOR SBQ ID NO: 484: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 270 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 484: 

Ala Val Tyr Thr Tyr His Glu Lys Lys Lys Asp Thr Ala Ala Ser Gly 
60 1 5 10 15 
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Tyr Gly Thr Gin Asn lie Arg Leu Ser Arg Asp Ala Val Lys Asp Phe 
20 25 30 

5 Asp Cys Cys Cys Leu Ser Leu Gin Pro Cys His Asp Pro Val Val Thr 
35 40 45 



10 



25 



40 



50 



Pro Asp Gly Tyr Leu Tyr Glu Arg Glu Ala lie Leu Glu Tyr lie Leu 

50 55 60 

His Gin Lys Lys Glu lie Ala Arg Gin Met Lys Ala Tyr Glu Lys Gin 

65 70 75 80 



Arg Gly Thr Arg Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser 
15 85 90 95 

Gin Asp His Val Arg Gly Phe Leu Glu Lys Glu Ser Ala He Val Ser 
100 105 110 

20 Arg Pro Leu Asn Pro Phe Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro 
115 120 125 



Asp Asp Val Gin Pro Gly Pro Ser Val Gly Pro Pro Ser Lys Asp Lys 
130 135 140 

Asp Lys Val Leu Pro Ser Phe Trp He Pro Ser Leu Thr Pro Glu Ala 
145 150 155 160 



Lys Ala Thr Lys Leu Glu Lys Pro Ser Arg Thr Val Thr Cys Pro Met 
30 165 170 175 

Ser Gly Lys Pro Leu Arg Met Ser Asp Leu Thr Pro Val His Phe Thr 
180 185 190 

35 Pro Leu Asp Ser Ser Val Asp Arg Val Gly Leu He Thr Arg Ser Glu 
195 200 205 



Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser Asn Ala Thr Pro 
210 215 220 

Cys Ala val Leu Arg Pro Ser Gly Ala Val Val Thr Leu Glu Cys Val 
225 230 235 240 



Glu Lys Leu He Arg Lys Asp Met Val Asp Pro Val Thr Gly Asp Lys 
45 245 250 255 



Leu Thr Asp Arg Asp He He Val Leu Gin Arg Gly Gly Thr 
260 265 270 



(2) INFORMATION FOR SEQ ID NO: 485 



(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 54 amino acids 

(B) TYPE: aniino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 485: 

60 Tyr Leu Tyr Glu Arg Glu Ala He Leu Glu Tyr He Leu His Gin Lys 



wo 98/54963 



PCT/US98/11422 



612 



10 



15 



Lys Glu lie Ala Arg Gin Met Lys Ala Tyr Glu Lys Gin Arg Gly Thr 
20 25 30 

Arg Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser Gin Asp His 
35 40 45 



Val Arg Gly Phe Leu Glu 
10 50 



(2) INFORMATION FOR SEQ ID NO: 486: 

15 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQOENCE DESCRIPTICN: SEQ ID NO: 486: 

Phe Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro Asp Asp Val Gin Pro 
15 10 15 

25 Gly Pro Ser Val Gly Pro Pro Ser Lys Asp Lys Asp Lys Val Leu Pro 
20 25 30 

Ser Phe Trp He Pro Ser Leu 'rtir Pro Glu Ala Lys Ala Thr Lys Leu 
35 40 45 

30 

Glu Lys Pro Ser Arg Thr Val Thr Cys Pro Met Ser Gly Lys Pro Leu 
50 55 60 



35 



40 



55 



60 



(2) INFORMATION FOR SEQ ID NO: 487: 



(i) SEQUENCE CHARACTERISTICS: 

<A) LaiGTH: 56 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 487: 

Val His Phe Thr Pro Leu Asp Ser Ser Val Asp Arg Val Gly Leu He 
15 10 15 

50 Thr Arg Ser Glu Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser 
20 25 30 

Asn Ala Thr Pro Cys Ala Val Leu Arg Pro Ser Gly Ala Val Val Thr 
35 40 45 



Leu Glu Cys Val Glu Lys Leu He 
50 55 
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(2) INFORMATION FOR SEQ ID NO: 488: 

(i) SBQ0E^3CE CHARACTERISTICS: 

(A) LENGTH: 567 amino acids 
5 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 488: 

Met Asp Thr Ser Glu Asn Arg Pro Glu Asn Asp Val Pro Glu Pro Pro 
10 1 5 10 15 

Met Pro lie Ala Asp Gin Val Ser Asn Asp Asp Arg Pro Glu Gly Ser 
20 25 30 

15 Val Glu Asp Glu Glu Lys Lys Glu Ser Ser Leu Pro Lys Ser Phe Lys 
35 40 45 



20 



35 



50 



Arg Lys He Ser Val Val Ser Ala Thr Lys Gly Val Pro Ala Gly Asn 
50 55 60 

Ser Asp Thr Glu Gly Gly Gin Pro Gly Arg Lys Arg Arg Trp Gly Ala 
65 70 75 80 



Ser Thr Ala Thr Thr Gin Lys Lys Pro Ser He Ser He Thr Thr Glu 
25 85 90 95 

Ser Leu Lys Ser Leu He Pro Asp He Lys Pro Leu Ala Gly Gin Glu 
100 105 110 

30 Ala Val Val Asp Leu His Ala Asp Asp Ser Arg He Ser Glu Asp Glu 
115 120 125 



Thr Glu Arg Asn Gly Asp Asp Gly Thr His Asp Lys Gly Leu Lys He 
130 135 140 

Cys Arg Thr Val Thr Gin Val Val Pro Ala Glu Gly Gin Glu Asn Gly 
145 150 155 160 



Gin Arg Glu Glu Glu Glu Glu Glu Lys Glu Pro Glu Ala Glu Pro Pro 
40 165 170 175 

Val Pro Pro Gin Val Ser Val Glu Val Ala Leu Pro Pro Pro Ala Glu 
180 185 190 

45 His Glu Val Lys Lys Val Thr Leu Gly Asp Thr Leu Thr Arg Arg Ser 
195 200 205 



He Ser Gin Gin Lys Ser Gly Val Ser He Thr He Asp Asp Pro Val 
210 215 220 

Arg Thr Ala Gin Val Pro Ser Pro Pro Arg Gly Lys He Ser Asn He 
225 230 235 240 



Val His He Ser Asn Leu Val Arg Pro Phe Thr Leu Gly Gin Leu Lys 
55 245 250 255 

Glu I^u Leu Gly Arg Thr Gly Thr Leu Val Glu Glu Ala Phe Trp He 
260 265 270 



60 Asp Lys He Lys Ser His Cys Phe Val Thr Tyr Ser Thr Val Glu Glu 
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275 280 285 

Ala Val Ala Thr Arg Thr Ala Leu His Gly Val Lys Trp Pro Gin Ser 
290 295 300 

5 

Asn Pro Lys Phe Leu Cys Ala Asp Tyr Ala Glu Gin Asp Glu Leu Asp 
305 310 315 320 

Tyr His Arg Gly Leu Leu Val Asp Arg Pro Ser Glu Thr Lys Thr Glu 
10 325 330 335 

Glu Gin Gly He Pro Arg Pro Leu His Pro Pro Pro Pro Pro Pro Val 
340 345 350 

15 Gin Pro Pro Gin His Pro Arg Ala Glu Gin Arg Glu Gin Glu Arg Ala 
355 360 365 

Val Arg Glu Gin Trp Ala Glu Arg Glu Arg Glu Met Glu Arg Arg Glu 
370 375 380 

20 

Arg Thr Arg Ser Glu Arg Glu Trp Asp Arg Asp Lys Val Arg Glu Gly 
385 390 395 400 

Pro Arg Ser Arg Ser Arg Ser Arg Xaa Arg Arg Arg Lys Glu Arg Ala 
25 405 410 415 

Lys Ser Lys Glu Lys Lys Ser Glu Lys Lys Glu Lys Ala Gin Glu Glu 
420 425 430 

30 Pro Pro Ala Lys Leu Leu Asp Asp Leu Phe Arg Lys Thr Lys Ala Ala 
435 440 445 

Pro Cys He Tyr Trp Leu Pro Leu Thr Asp Ser Gin He Val Gin Lys 
450 455 460 

35 

Glu Ala Glu Arg Ala Glu Arg Ala Lys Glu Arg Glu Lys Arg Arg Lys 
465 470 475 480 

Glu Gin Glu Glu Glu Glu Gin Lys Glu Arg Glu Lys Glu Ala Glu Arg 
40 485 490 495 

Glu Arg Asn Arg Gin Leu Glu Arg Glu Lys Arg Arg Glu His Ser Arg 
500 505 510 

45 Glu Arg Asp Arg Glu Arg Glu Arg Glu Arg Glu Arg Asp Arg Gly Asp 
515 520 525 

Arg Asp Arg Asp Arg Glu Arg Asp Arg Glu Arg Gly Arg Glu Arg Asp 
530 535 540 

50 

Arg Arg Asp Thr Lys Arg His Ser Arg Ser Arg Ser Arg Ser Thr Pro 
545 550 555 560 

Val Arg Asp Arg Gly Gly Arg 
55 565 



(2) INFORMATION FOR SEQ ID NO: 489: 

60 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LEJiGTH: 51 amino acids 
<B) TYPE: amino acid 
(D) TOPOLOGY: linear 
5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 489: 

Gly Cys Asp Ser Cys Pro Pro His Leu Pro Arg Glu Ala Phe Ala Gin 
15 10 15 

10 Asp Thr Gin Ala Glu Gly Glu Cys Ser Ser Arg Ala Glu Arg Ala Asp 
20 25 30 



15 



Met Cys Pro Asp Ala Pro Pro Ser Gin Glu Val Pro Glu Gly Pro Gly 
35 40 45 



Ala Ala Pro 
50 



20 

(2) INFORMATION FOR SEQ ID NO: 490: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear, 
(xi) SEC^JENCE DESCRIPTIC»l: SEQ ID NO: 490: 

Pro Gin Leu Pro Ser Cys Gly Arg Pro Trp Pro Gly Thr Ala Ser Val 
30 1 5 10 15 

Phe Gin Ser His Thr Gin Gly Pro Arg Glu Asp Pro Asp Pro Cys Arg 
20 25 30 

35 Ala Gin Gly Ser Ala Gly Thr His Cys Pro lie Ser Leu Ser Pro Pro 
35 40 45 

Arg Gin 
50 

40 



(2) INFORMATICN FOR SEQ ID NO: 491: 

45 (i) SEQUENCE CHARACTERXSTICS : 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 491: 

50 

Pro Gly Phe Arg Gly Pro Ser Gly Ser Leu Gly Cys Ser Phe Phe Pro 
15 10 15 

Arg Ser Leu Gly Arg Val Leu Pro Pro Gly Cys Gin Arg Pro Gly Ala 
55 20 25 30 

His Ala Asp Ser Ser Pro Pro Pro Thr Pro 
35 40 



60 
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(2) INFORMATION FOR SEQ ID NO: 492: 

(i) SE(^JENCE CHARACTERISTICS: 
5 (A) LENGrrH: 84 amino acids 

(B) TYPE: amino acid 
(D) TOPOUOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 492: 

10 Glu Asp Leu Lys Lys Pro Asp Pro Ala Ser Leu Arg Ala Ala Ser Cys 
15 10 15 



15 



Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
20 25 30 

Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
35 40 45 



Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
20 50 55 60 

Ala Ser Cys Pro Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 

25 Val Leu Leu Ser 



30 (2) INPORMATICN FOR SEQ ID NO: 493: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 493: 



40 



55 



Glu Asp Leu Lys Lys Pro A^ Pro Ala Ser Leu Arg Ala Ala Ser Cys 
15 10 15 

Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
20 25 30 



Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
45 35 40 45 

Ito Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
50 55 60 

50 Ala Ser Cys Pro Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 



Val Leu Leu Ser Asp Ser Asn Leu His Asp 
85 90 



(2) INFORMATION FOR SEQ ID NO: 494: 
60 (i) SEQUENCE CHARACTEEIISTICS : 
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(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 494: 

Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys Ala Ser Cys Pro 
15 10 15 

Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys Val Leu Leu Ser 
10 20 25 30 

Asp Ser 



15 

(2) INFORMATION FOR SEQ ID NO: 495: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 495: 

25 Ser Cys Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys 
15 10 15 

Gly Leu Ala Glu Glu Leu Glu Lys Glu 
20 25 

30 



(2) INFORMATION FOR SEQ ID NO: 496: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 496: 

40 

Ser Gin Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe 
15 10 15 

Arg Cys Ala Ser Cys 
45 20 



(2) INFORMftTIQN FOR SEQ ID NO: 497: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) T0P0L0C3Y: linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 497: 

Arg Glu Ala Gly Gin Asn Ser Glu Arg Gin Tyr Val Ser Leu Ser Arg 
1 5 10 15 . 

60 Asp 
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5 (2) INFORMATION FOR SEQ XD NO: 498: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 90 amino acids 
<B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 498 



15 



Glu Ser Ser Gly Gin Ala Arg Thr Leu Ala Asp Pro Gly Pro Gly Trp 

Pro Arg Gin Gin Gly Met Cys Phe Gly Ser Leii Thr Gly Leu Ser Thr 
20 25 30 



Thr Pro His Gly Phe Leu Thr Val Ser Ala Glu Ala Asp Pro Arg Leu 
20 35 40 45 

He Glu Ser Leu Ser Gin Met Leu Ser Met Gly Phe Ser Asp Glu Gly 
50 55 60 

25 Glv Trp Leu Thr Arg Leu Leu Gin Thr Lys Asn Tyr Asp He Gly Ala 
65 70 75 80 

Ala Leu Asp Thr He Gin Tyr Ser Lys His 
85 90 

30 



(2) INFORMATION FOR SEQ ID NO: 499: 

35 <i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 159 amino acids 

(B) TYPE: amino au:id 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ XD NO: 499: 

40 

Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
15 10 15 

Cys Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
45 20 25 30 

Gly Glu Ala Pro Pro Gly Arg Val Ala E^e Xaa Ala Val Arg Ser His 
35 40 45 

50 His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Ser Gly Ala He 
50 . 55 60 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
65 70 75 80 

Ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
85 90 95 

His Val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Met 
60 100 105 110 
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Leu Asn Thr Trp Pro Val He Ser Ala Phe Ala Asn Asp Pro Asp Val 
115 120 125 

Thr Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
130 135 140 

Asp Arg Val Ser. Leu Arg Leu Arg Arg Gly Xaa Ser Thr Gly Trp 
145 150 155 



10 



(2) INFORMATION FOR SEQ ID NO: 500: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 500: 

20 

Pro Arg Ser Arg Pro Ala Leu Arg Pro Gly Arg Gin Arg Pro Pro Ser 
1 5 .10 15 

His Ser Ala Thr Ser Gly Val Leu Arg Pro Arg Lys Lys Pro Asp Pro 
25 20 25 30 



30 



45 



(2) INFORMATION FOR SEQ ID NO: 501: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 501: 

40 Met Thr Leu He Thr Pro Ser Xaa Lys Leu Thr Phe Xaa Lys Gly Asn 
15 10 15 



Lys Ser Trp Ser Ser Arg Ala Cys Ser Ser Thr Leu Val Asp Pro 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 502: . 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCrE DESCRIPTION: SEQ ID NO: 502: 



55 



Gly His Pro Ser Pro Ala Leu Ser He Ala Pro Ser Asp Gly Ser Gin 
15 10 15 



Leu Pro Cys Asp Glu Val Pro Tyr Gly Glu Ala His Val Thr Arg Tyr 
60 20 25 30 
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Cys Lys Lys Pro Leu Thr Asn Ser His Leu Glu Thr Glu Ala Gin Ser 
35 40 45 

Ser Ser Leu 
50 



(2) INFORMATION FOR SBQ ID NO: 503: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEENESS: double 

(D) TOPOLOGY: linear 

(3ci) SEQUENCE DESCRIPTION: SBQ ID NO: 503: 
GCTTCGICTC CAACCCTCTT GCCCTTCGCC TGTGrTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTTTCCTC CTGTACTGCT CACAGGTCCC AGCACCGATG GCATTCCCTT TGCCCTGAGT 
CIGCAGCGGG TCCCTTTTGT GCITCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGC?r GAGQGGGTTA CCCCTTCCCA C r iXJiTiTiTA TTCCrGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTTTG TAA 



(2) INPORMATICN FOR SEQ ID NO: 504: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDECNESS: doxible 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 504: 
GCTTOGTCTC CAACCCTCTT GOCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTTTCCTC CTGrTAGTGCT CACAGGTCCC AGCACCGATG GCA3TCCCTT TGCCCTGAGT 
CIGCAGCGGG TCCCTTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GTGTTTTTTA TTCCTGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTITG TAA 



(2) INFORMATION FOR SEQ ID NO: 505: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 

(B) TYPE: nucleic acid 
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(C) STRANDEDNESS: dotable 

(D) TOPOIjOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 505: 

5 

GCrrCGTOTC CAACCCTCTT GCCCTTCGCC TCICTGCCTG GAGCCAGTCC CACCACGCTC 60 
GCCjnTCCTC CTCTACTGCT CACAGGTCCC AGCACCGATG QCATTCCCTT TGCCCTGAGT 120 
10 CTGCAGCGGG TCCCTTTTCT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGC3CCAC 180 
TCCCGGCSGGT GAGGGGCTTTA OCCCTTCCCA GTGTTTTTTA TrCCTGTQGG GCTCACCCCA 240 
AAGTATTAAA AGTAGCTTTG TAA 

15 



20 



30 



35 



45 



(2) INFORMATION FOR SEQ ID NO: 506: 



(i) SEQUENCE CHARACTERISTXCS : 

(A) LQ3GTH: 160 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEENESS : doxible 
25 (D) TOPOLOGY: lineeir 



40 (i> SE?yJENCE CHARACTERISTICS: 

(A) LENGTH: 292 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 507 



Leu Asp Glu Leu Met Ala His Leu Thr Glu Met Gin Ala Lys Val Ala 
15 10 15 



Val Arg Ala Asp Ala Gly Lys Lys His Leu Pro Asp Lys Gin Asp His 
50 20 25 30 

Lys Ala Ser Leu Asp Ser Met Leu Gly Gly Leu Glu Gin Glu Leu Gin 
35 40 45 

55 Asp Leu Gly lie Ala Thr Val Pro Lys Gly His Cys Ala Ser Cys Gin 
50 55 60 



Lys Pro lie Ala Gly Lys Val He His Ala Leu Gly Gin Ser Trp His 
65 70 75 80 



263 



(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 506: 

TGGCTCACTG TCTTACAATC ACTGCTGrrOG AATCATGATA CCACTTTTAG CTCTTTGCAT 60 

CTTCCTTCAG TGTATTITTG TITTTCAAGA GGAAGTAGAT TTTAACTGGA CAACTTTGAG 120 

TACTGACATC ATTGATAAAT AAACTGGCTT GTGGTTTCAA 160 



(2) INFORMATION FOR SEQ ID NO: 507: 



60 
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Pro Glu His Phe Val Cys Thr His Cys Lys Glu Glu lie Gly Ser Ser 
85 90 95 

Pro Phe Phe Glu Arg Ser Gly Leu Xaa Tyr Cys Pro Asn Asp Tyr His 
5 100 105 110 

Gin Leu Phe Ser Pro Arg Cys Ala Tyr Cys Ala Ala Pro lie Leu Asp 
115 120 125 

10 Lys Val Leu Thr Ala Met Asn Gin Thr Trp His Pro Glu His Phe Phe 
130 135 140 



15 



30 



Cys Ser His Cys Gly Glu Val Phe Gly Ala Glu Gly Phe His Glu Lys 
145 150 155 160 

Asp Lys Lys Pro Tyr Cys Arg Lys Asp Phe Leu Ala Met Phe Ser Pro 
165 170 175 



Lys Cys Gly Gly Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu Ser Ala 
20 180 185 190 

Met Asp Thr Val Trp His Pro Glu Cys Phe Val Cys Gly Asp Cys Phe 
195 200 205 

25 Thr Ser Phe Ser Thr Gly Ser Phe Phe Glu Leu Asp Gly Arg Pro Phe 
210 215 220 



Cys Glu Leu His Tyr His His Arg Arg Gly Thr Leu Cys His Gly Cys 
225 230 235 240 

Gly Gin Pro He Thr Gly Arg Cys He Ser Ala Met Gly Tyr Lys Phe 
245 250 255 



His Pro Glu His Phe Val Cys Ala Phe Cys Leu Thr Gin Leu Ser Lys 
35 260 265 270 

Gly He Phe Arg Glu Gin Asn Asp Lys Thr Tyr Cys Gin Pro Cys Phe 
275 280 285 

40 Asn Lys Leu Phe 
290 



45 (2) INFORMATICN FOR SEQ ID NO: 508: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 43 amino acids 

(B) TYPE: amino acid 
50 (D) topology:: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 508: 

Lys Ala Ser Leu Asp Ser Met Leu Gly Gly Leu Glu Gin Glu Leu Gin 
15 10 15 

55 

Asp Leu Gly He Ala Thr Val Pro Lys Gly His Cys Ala Ser Cys Gin 
20 25 30 



Lys Pro He Ala Gly Lys Val He His Ala Leu 
60 35 40 
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(2) INFORMATION FOR SEQ ID NO: 509: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOIjOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 509: 

Cys Pro Asn Asp Tyr His Gin Leu Phe Ser Pro Arg Cys Ala Tyr Cys 
1 5 10 15 

15 Ala Ala Pro He Leu Asp Lys Val Leu Thr Ala Met Asn Gin Thr Trp 
20 25 30 



20 



His Pro Glu His Phe Phe Cys Ser His Cys Gly Glu Val Phe Gly Ala 
35 40 45 



Glu Gly 
50 



25 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 510 



(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGrTH: 67 amino acids 
30 (B> TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 510: 

Asp Lys Lys Pro Tyr Cys Arg Lys Asp Phe Leu Ala Met Phe Ser Pro 
35 1 5 10 15 

Lys Cys Gly Gly Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu Ser Ala 
20 * 25 30 

40 Met Asp Thr Val Trp His Pro Glu Cys Phe Val Cys Gly Asp Cys Phe 
35 40 45 



Thr Ser Phe Ser Thr Gly Ser Phe Phe Glu Leu Asp Gly Arg Pro Phe 
50 55 60 



Cys Glu Leu 
65 



(2) INFORMATION FOR SEQ ID NO: 511: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 46 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 511: 

Cys Gly Gin Pro He Thr Gly Arg Cys He Ser Ala Met Gly Tyr Lys 
60 1 5 10 15 
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Phe His Pro Glu His Phe Val Cys Ala Phe Cys Leu Thr Gin Leu Ser 
20 25 30 



5 Lys Gly lie Phe Arg Glu Gin Asn Asp Lys Thr Tyr Cys Gin 
35 40 45 



10 (2) INFORMATION FOR SEQ ID NO: 512: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 452 amino acids 

(B) TYPE: amino acid 
15 {D) TOPOLOGY: linear 

(xi) SE<?JENCE DESCRIPTION: SEQ ID NO: 512 



20 



35 



50 



Met Gly Ser Ser Gin Ser Val Glu He Pro Gly Gly Gly Thr Glu Gly 
15 10 15 

Tyr His Val Leu Arg Val Gin Glu A^n Ser Pro Gly His Arg Ala Gly 
20 25 30 



Leu Glu Pro Phe Phe Asp Phe He Val Ser He Asn Gly Ser Arg Leu 
25 35 40 45 

Asn Lys Asp Asn Asp Thr Leu Lys Asp Leu Leu Lys Xaa Asn Val Glu 
50 55 60 

30 Lys Pro Val Lys Met Leu He Tyr Ser Ser Lys Thr Leu Glu Leu Arg 
65 70 75 80 



Glu Thr Ser Val Thr Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu 
85 90 95 

Gly Val Ser He Arg Phe Cys Ser Phe Asp Gly Ala Asn Glu Asn Val 
100 105 110 



Trp His val Leu Glu Val Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly 
40 115 120 125 

Leu Arg Pro His Ser Asp Tyr He He Gly Ala Asp Thr Val Met Asn 
130 135 140 

45 Glu Ser Glu Asp Leu Phe Ser Leu He Glu Thr His Glu Ala Lys Pro 
145 150 155 160 



Leu Lys Leu Tyr Val Tyr Asn Thr Asp Thr Asp Asn Cys Arg Glu Val 
165 170 175 

He He Thr Pro Asn Ser Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys 
180 185 190 



Gly He Gly Tyr Gly Tyr Leu His Arg He Pro Thr Arg Pro Phe Glu 
55 195 200 205 

Glu Gly Lys Lys He Ser Leu Pro Gly Gin Met Ala Gly Thr Pro He 
210 215 220 

60 Thr Pro Leu Lys Asp Gly Phe Thr Glu Val Gin Leu Ser Ser Val Asn 
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225 



230 



235 



240 



Pro Pro Ser Leu Ser Pro Pro Gly Thr Thr Gly lie Glu Gin Ser Leu 
245 250 255 



Thr Gly Leu Ser He Ser Ser Thr Pro Pro Ala Val Ser Ser Val Leu 
260 265 270 



Ser Thr Gly Val Pro Thr Val Pro Leu Leu Pro Pro Gin Val Asn Gin 
10 275 280 285 

Ser Leu Thr Ser Val Pro Pro Met Asn Pro Ala Thr Thr Leu Pro Gly 
290 295 300 

15 Leu Met Pro Leu Pro Ala Gly Leu Pro Asn Leu Pro Asn Leu Asn Leu 
305 310 315 320 



20 



Asn Leu Pro Ala Pro His He Met Pro Gly Val Gly Leu Pro Glu Leu 
325 330 335 

Val Asn Pro Gly Leu Pro Pro Leu Pro Ser Met Pro Pro Arg Asn Leu 
340 345 350 



Pro Gly He Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe 
25 355 360 365 

Pro Leu Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu 
370 375 380 



30 Ser Ser Leu Pro Pro Thr Ser Asn Ala Pro Ser Asp Pro Ala Thr Thr 
385 390 395 400 



35 



Thr Ala Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro 
405 410 415 

Pro Thr Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly Asp Ser 
420 425 430 



Thr Pro Val Ser Glu Lys Pro Val Ser Ala Ala Val Asp Ala Asn Ala 
40 435 440 445 



Ser Glu Ser E>ro 
450 

45 



(2) INFORMATION FOR SEQ ID NO: 513: 

(i) SEQUENCE CHARACTERISTICS: 
50 . (A) LENGTH: 109 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 513: 

55 Ser Val Glu He Pro Gly Gly Gly Thr Glu Gly Tyr His Val Leu Arg 
15 10 15 



60 



Val Gin Glu 



Asn Ser Pro Gly His Arg Ala Gly Leu Glu Pro Phe Phe. 
20 25 30 
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Asp Phe lie Val Ser lie Asn Gly Sex Arg Leu Asn Lys Asp Asn Asp 
35 40 45 

Thr Leu Lys Asp Leu Leu Lys Xaa Asn Val Glu Lys Pro Val Lys Met 
50 55 60 

Leu lie Tyr Ser Ser Lys Thr Leu Glu Leu Arg Glu Thr Ser Val Thr 
65 70 75 80 

Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu Gly Val Ser lie Arg 
85 90 95 

Phe Cys Ser Phe Asp Gly Ala Asn Glu Asn Val Trp His 
100 105 



(2) INFOHMATICN FOR SEQ ID NO: 514: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 514: 

Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly Leu Arg Pro His Ser Asp 
15 10 15 

Tyr lie lie Gly Ala Asp Thr Val Met Asn Glu Ser Glu Asp Leu Phe 
20 .25 30 

Ser Leu lie Glu Thr His Glu Ala Lys Pro Leu Lys Leu Tyr Val Tyr 
35 40 45 

Asn Thr Asp Thr Asp Asn Cys Arg Glu Val lie lie Thr Pro Asn Ser 
50 55 60 

Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys Gly lie Gly Tyr Gly Tyr 
65 .70 75 80 

Leu His Arg lie Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys lie Ser 
85 90 95 

Leu Pro Gly Gin Met Ala Gly Thr Pro lie Thr Pro Leu Lys Asp Gly 
100 105 110 

Phe Thr Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

Pro Gly Thr Thr Gly lie Glu Gin Ser Leu Thr Gly Leu Ser lie Ser 
130 135 140 

Ser 
145 



(2) INFORMATION FOR SEQ ID NO: 515: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LQIGTH: 145 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 515: 

Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly Leu Arg Pro His Ser Asp 
15 10 15 

Tyr lie lie Gly Ala Asp Thr Val Met Asn Glu Ser Glu Asp Leu Phe 
20 25 30 

Ser Leu He Glu Thr His Glu Ala Lys Pro Leu Lys Leu Tyr Val Tyr 
35 40 45 

Asn Thr Asp Thr Asp Asn Cys Arg Glu Val He He Thr Pro Asn Ser 
50 55 60 

Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys Gly He Gly Tyr Gly Tyr 
65 70 75 80 

Leu His Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys He Ser 
85 90 95 

Leu Pro Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly 
100 105 110 

Phe Thr Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

Pro Gly Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser 
130 135 140 

Ser 
145 



(2) INFORMATION FOR SEQ ID NO: 516: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 151 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 516: 

Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys He Ser Leu Pro 
15 10 15 

Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly Phe Thr 
20 25 30 

Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro Pro Gly 
35 40 45 

Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser Ser Thr 
50 55 60 



Pro Pro Ala Val Ser Ser Val Leu Ser Thr Gly Val Pro Thr Val Pro 
65 70 75 80 



wo 98/54963 



628 



Leu Leu Pro Pro Gin Val Asn Gin Ser Leu Thr Ser Val Pro Pro Met 
85 90 95 

Asn Pro Ala Thr Thr Leu Pro Gly Leu Met Pro Leu Pro Ala Gly Leu 
100 105 110 

Pro Asn Leu Pro Asn Leu Asn Leu Asn Leu Pro Ala Pro His lie Met 
115 120 125 

Pro Gly val Gly Leu Pro Glu Leu Val Asn Pro Gly Leu Pro Pro Leu 
130 135 140 

Pro Ser Met Pro Pro Arg Asn 
145 150 



(2) INFORMATION FOR SEQ ID ^(0: 517; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 517: 

Pro Gly Leu Pro Pro Leu Pro Ser Met Pro Pro Arg Asn Leu Pro Gly 
15 10 15 

He Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe Pro Leu 
20 25 30 

Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu Ser Ser 
35 40 45 

Leu Pro Pro Thr Ser Asn Ala Pro Ser Asp Pro Ala Thr Thr Thr Ala 
50 55 60 

Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro Pro Thr 
65 70 75 80 

Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly Asp Ser Thr Pro 
85 90 95 

Val Ser Glu Lys Pro Val Ser Ala Ala Vatl Asp Ala Asn 
100 105 



(2) iNPORMATION FOR SEQ ID NO: 518: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 93 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 518: 

He Tyr Lys Val Phe Arg His Thr Ala Gly Leu Lys Pro Glu Val Ser 
1 5 10 15 . 

Cys Phe Glu Asn He Arg Ser Cys Ala Arg Xaa Xaa Xaa Xaa Xaa Xaa 



wo 98/54963 



629 



20 25 30 

Xaa Xaa Xaa Xaa Xaa Xaa Trp He Phe Gly Val Leu His Val Val His 
35 40 45 

Ala Ser Val Val Thr Ala Tyr Leu Phe Thr Val Ser Asn Ala Phe Gin 
50 55 60 

Gly Met Phe He Phe Leu Phe Leu Cys Val Leu Ser Arg Lys lie Gin 
65 70 75 80 

Glu Glu Tyr Tyr Arg Leu Phe Lys Asn Val Pro Cys Cys 
85 90 



(2) INFORMATICN FOR SEQ ID NO: 519: 

(i) SBQtJENCE CHARACTERISTICS: 

(A) LENGTH: 55 amino acids 

(B) TYPE: amino acid 
(D)" TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 519: 

Trp He Phe Gly Val Leu His Val Val His Ala Ser Val Val Thr Ala 
15 10 15 

Tyr Leu Phe Thr Val Ser Asn Ala Phe Gin Gly Met Phe He Phe Leu 
20 25 30 

Phe Leu Cys Val Leu Ser Arg Lys He Gin Glu Glu Tyr Tyr Arg Leu 
35 40 45 

Phe Lys Asn Val Pro Cys Cys 
50 55 



(2) INFORMATION FOR SEQ ID NO: 520: 

(i) SEQUENCE CHARACTERISTICS: 

(A) I^ENGTH: 50 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY": linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 520: 

Ala Leu Thr Arg He Pro Pro Gly Asp Trp Val He Asn Val Thr Ala 
15 10 15 

Val Ser Phe Ala Gly Lys Thr Thr Ala Arg Phe Phe Xaa His Ser Ser 
20 25 30 

Pro Pro Ser Leu Gly Asp Gin Ala Arg Thr Asp Pro Gly His Gin Arg 
35 40 45 



Arg Asp 
50 
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(2) INFORMATION FOR SEQ ID NO: 521: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENC3TH: 27 amino acids 
5 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 521: 

Leu Gin Glu Val Asn He Thr Leu Pro Glu Asn Ser Val Trp Tyr Glu 
10 1 5 10 15 

Arg Tyr Lys Phe Asp He Pro Val Phe His Leu 
20 25 



15 



30 



45 



55 



(2) INFORMATION FOR SEQ ID NO: 522: 



(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 110 amino acids 

• (B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 522: 

25 Met Gin Gly Ser Gly Ser Gin Phe Arg Ala Cys Leu Leu Cys Leu Cys 
15 10 15 

Phe Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 
20 25 30 



Gly Gly Arg Arg Phe Pro Lys Thr Cys Arg Ala He Ser Gin Asn Leu 
35 40 45 



Val Phe Lys Tyr Lys Thr Phe Cys Pro Val Arg Tyr Met Gin Pro His 
35 50 55 60 

Arg Ser Ser Leu Cys Leu His Phe Thr Ser Tyr Val Phe He Leu Ser 
65 70 " 75 80 

40 Thr Trp Gly Ser Leu Arg Thr Tyr Ser Thr Asp Leu Lys Lys Lys Lys 

85 90 95 



Lys Asn Ser Arg Gly Gly Pro Val Pro He Arg Pro Lys Ser 
100 105 110 



(2) INFORMATION FOR SEQ ID NO: 523 



50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENCrTH: 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEENESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUEDKZE DESCRIPTION: SEQ ID NO: 523: 
TAGCATCTAG CCAGTCGAAT AACNEATAAG GACAAAGTQG AGTCCACGCG TGCGGCGCTC 



60 



60 



TAGACTAGTG GATCCCCCGG CTGCAGGATT OGGCACGAG 



99 
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5 (2) INFORMArPION FOR SEQ ID NO: 524: 

(i) SEQUENCE CHARACTERI^ICS : 

(A) LENGTH: 51 amino acids 

(B) TYPE: ainino acid 
10 (D) TOPOLOGY: linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 524: 



15 



25 



40 



Met Gin Gly Ser Gly Ser Gin Phe Arg Ala Cys Leu Leu Cys Leu Cys 
X 5 10 15 

Phe Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 
20 25 30 



Gly Gly Arg Arg Phe Pro Lys Thr Cys Arg Ala lie Ser Gin Asn Leu 
20 35 40 45 



Val Phe Lys 
50 



(2) INFORMATION FOR SEQ ID NO: 525 



(i) SEQUENCE CHARACTEEIISTICS : 
30 (A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 525: 

35 Pro Val Arg Tyr Met Gin Pro His Arg Ser Ser Leu Cys Leu His Phe 
15 10 15 

Thr Ser Tyr Val Phe lie Leu Ser Thr Trp Gly Ser Leu Arg Thr Tyr 
20 25 30 



Ser Thr Asp Leu Lys Lys Lys Lys Lys Asn Ser Arg Gly Gly Pro Val 
35 40 45 



Pro lie Arg Pro Lys Ser 
45 50 



(2) INFORMATION FOR SEQ ID NO: 526: 

50 

(i) SBQUQJCE CHARACTERISTICS: 

(A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 526: 

Gly Glu Glu Gin Arg Asp Cys Ser Leu Gly Trp Arg Gly Val Gly Met 
1 5 10 15 ■ 



60 Arg Ala Thr His Cys Gin Ala Ala Arg Met Phe Val Leu Phe Ser Leu 
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20 25 30 



Pro Lys Tyr Ala Gly Leu 
35 



(2) INFORMATION FOR SE3Q ID NO: 527: 

10 (i) SE3Q«ENCE CHARACTERISTICS: 

(A) LENGTH: 161 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 527: 

15 

Met Pro Arg Lys Thr Ser Lys Cys Arg Gin Leu Leu Cys Ser Gly Ala 
15 10 15 

Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr Cys Ser Ser His 
20 20 25 30 

Arg Pro Pro Gly Lys lie Pro Ser Leu Gly Pro Arg Arg Xaa Pro Gly 
35 40 45 

25 Cys Xaa Ser Val Pro Ser Ser Arg Gly Glu Gin Ser Thr Gly Ser Pro 
50 55 60 

Ala Ala Pro Arg Cys Gly Arg Arg Asp Ala His Arg Gly Leu Pro Gly 
65 70 75 80 

30 

Gly Ala Ala Met Thr Pro Gly Asp Thr Trp Ala Ser Phe Asn Pro Arg 
85 90 95 

Ala Gly His Ser Lys Ser Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala 
35 100 105 110 

Ser Arg Gin Asp Arg His Pro Val Ser His Trp Val Glu Arg Gin Arg 
115 * 120 125 

40 Glu Ala Trp Gly Ala Pro Arg Ser Ser Ser Ala Gly Gly Val Lys Val 
130 135 140 

Ala Ala Thr Thr Glu Arg Glu Pro Glu Phe Lys lie Lys Thr Gly Lys 
145 150 155 160 

45 

Ala 



50 

(2) INFORMATION FOR SEQ ID NO: 528: 

(i) SBQOENCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 528 



60 



Cys Ser Gly Ala Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr 
15 10 15 
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Cys Ser Ser Kis Arg Pro Pro Gly Lys lie Pro Ser Leu Gly Pro Arg 
20 25 30 

Arg Xaa Pro Gly Cys Xaa Ser Val Pro Ser Ser Arg Gly Glu Gin Ser 
35 40 45 

Thr Gly Ser Pro Ala Ala Pro Arg Cys Gly Arg Arg Asp Ala His Arg 
50 55 60 

Gly Leu Pro Gly Gly Ala Ala Met Thr Pro Gly Asp Thr Trp Ala Ser 
65 70 75 80 

Phe Asn Pro Arg Ala Gly His Ser 
85 



(2) INFORMATION FOR SEQ ID NO: 529: 

(i) SEQUENCE CHARACTERISTICS: 

(A) ISENGTHi 59 amino acids 

(B) TYPE: aiaino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 529: 

Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala Ser Arg Gin Asp Arg His 
15 10 15 

Pro Val Ser His Trp Val Glu Arg Gin Arg Glu Ala Trp Gly Ala Pro 
20 25 30 

Arg Ser Ser Ser Ala Gly Gly Val Lys Val Ala Ala Thr Thr Glu Arg 
35 40 45 

Glu Pro Glu Phe Lys He Lys TSu: Gly Lys Ala 
50 55 



(2) INFORMATION FOR SEQ ID NO: 530: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 235 amino acids 

{B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 530: 

Met Ser Pro Arg Tyr Pro Gly Gly Pro Arg Pro Pro Leu Arg He Pro 
15 10 15 

Asn Gin Ala Leu Gly Gly Val Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 25 30 

Gly Met Asp Pro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 



Met Gin Arg Met Thr Pro Pro Arg Gly Met Val Pro Leu Gly Pro Gin. 
50 55 60 
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Asn Tyr Gly Gly Ala Met Arg Pro Pro Leu Asn Ala Leu Gly Gly Pro 
65 70 75 80 

Gly Met Pro Gly Met Asn Met Gly Pro Gly Gly Gly Arg Pro Trp Pro 
5 85 90 95 

Asn Pro Thr Asn Ala Asn Ser He Pro Tyr Ser Ser Ala Ser Pro Gly 
100 105 110 

10 Asn Tyr Val Gly Pro Pro Gly Gly Gly Gly Pro Pro Gly Thr Pro He 
115 120 125 

Met Pro Ser Pro Ala Asp Ser Thr Asn Ser Gly Asp Asn Met Tyr Thr 
130 135 140 

15 

Leu Met Asn Ala Val Pro Pro Gly Pro Asn Arg Pro Asn Phe Pro Met 
145 150 155 160 

Gly Pro Gly Ser Asp Gly Pro Met Gly Gly Leu Gly Gly Met Glu Ser 
20 165 170 175 

His His Met Asn Gly Ser Leu Gly Ser Gly Asp Met Asp Ser He Ser 
180 185 190 

25 Lys Asn Ser Pro Asn Asn Met Ser Leu Ser Asn Gin Pro Gly Thr Pro 
195 200 205 

Arg Asp Asp Gly Glu Met Gly Gly Asn Phe Leu Asn Pro Phe Gin Ser 
210 215 . 220 

30 

Glu Ser Tyr Ser Pro Ser Met Thr Met Ser Val 
225 230 235 



35 

(2) INFQRMftTiaN FOR SEQ ID NO: 531: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCjTH: 114 amino acids 
40 (B) TYPE: a m ino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 531: 

Met Ser Pro Arg Tyr Pro Gly Gly Pro Arg Pro Pro Leu Arg He Pro 
45 1 5 10 15 

Asn Gin Ala Leu Gly Gly Val Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 25 30 

50 Gly Met Asp Fro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 

Met Gin Arg Met Thr Pro Pro Arg Gly Met Val Pro Leu Gly Pro Gin 
50 55 60 

55 

Asn Tyr Gly Gly Ala Met Arg Pro Pro Leu Asn Ala Leu Gly Gly Pro 
65 70 75 80 

Gly Met Pro Gly Met Asn Met Gly Pro Gly Gly Gly Arg Pro Trp Pro 
60 85 90 95 



wo 98/54963 



PCT/US98/11422 



635 



Asn Pro Thr Asn Ala Asn Ser He Pro Tyr Ser Ser Ala Ser Pro Gly 
100 105 110 



5 Asn Tyr 



10 (2) INFORMATICN FDR SEQ ID NO: 532: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 

(B) TYPE: amino acid 
15 (D) TOPOIOGY: linear 

(xi) SEQUENCE DESCRIPTIOtJ: SEQ ID NO: 532: 



20 



35 



45 



Leu Asn Ala Leu Gly Gly Pro Gly Met Pro Gly Met Asn Met Gly Pro 
15 10 15 

Gly Gly Gly Arg Pro Trp Pro Asn Pro Thr Asn Ala Asn Ser He Pro 
20 25 30 



Tyr Ser Ser Ala Ser Pro Gly Asn Tyr Val Gly Pro Pro Gly Gly Gly 
25 35 40 45 

Gly Pro Pro Gly Thr Pro He Met Pro Ser Pro Ala Asp Ser Thr Asn 
50 55 60 

30 Ser Gly Asp Asn Met Tyr Thr Leu Met Asn Ala Val Pro Pro Gly Pro 
65 70 75 80 



Asn 



(2) INFORMATION PGR SEQ ID NO: 533: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 533 



Gly Pro Met Gly Gly Leu Gly Gly Met Glu Ser His His Met Asn Gly 
1 5 . 10 15 



Ser Leu Gly Ser Gly Asp Met Asp Ser He Ser Lys Asn Ser Pro Asn 
50 20 25 30 

Asn Met Ser Leu Ser Asn Gin Pro Gly Thr Pro Arg Asp Asp Gly Glu 
35 40 45 

55 Met Gly Gly Asn Phe Leu Asn Pro Phe Gin Ser Glu Ser Tyr Ser Pro 
50 55 60 



60 



Ser Met Thr Met Ser Val 
65 70 
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(2) INFORMATION FOR SEQ ID NO: 534: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 534: 

Thr Cys Glu His Ser Ser Glu Ala Lys Ala Phe His Asp Tyr 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 535: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 535: 

Gin Ala Phe Val Leu Leu Ser Asp Leu Leu Leu He Phe Ser Pro Gin 
15 10 15 

Met He Val Gly Gly Arg Asp Phe Leu Arg Pro Leu Val Phe Phe Pro 
20 25 30 

Glu Ala Thr Leu Gin Ser Glu Leu Ala Ser Phe Leu Met Asp His Val 
35 40 45 

Phe He Gin Pro Gly Asp Leu Gly Ser Gly Ala 
50 55 



(2) INFORMATION FOR SEQ ID NO: 536: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SBQUEtKZE DESCRIPTION: SBQ ID NO: 536: 

Ala Cys Ser Tyr Leu Leu Cys Asn Prro Glu Phe Thr Phe Phe Ser Arg 
15 10 15 

Ala Asp Phe Ala Arg Ser Gin Leu Val Asp Leu Leu Thr Asp Arg Phe 
20 25 30 

Gin Gin Glu. Leu Glu Glu Leu Leu Gin Val Gly 
35 40 



(2) INFORMATION FOR SEQ ID NO: 537: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LaiGTH: 35 amino acids 
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(B) TYPE: amino acid 
(D) T0P0LCX3Y: linear 
(xi) SEQUENCE DESCRIPTIC^I: SBQ ID NO: 537: 

5 Gin Lys Gin Leu Ser Ser Leu Arg Asp Arg Met Val Ala Phe Cys Glu 
15 10 15 

Leu Cys Gin Ser Cys Leu Ser Asp Val Asp Thr Glu lie Gin Glu Gin 
20 25 30 

10 

Val Ser Thr 
35 



15 

(2) INFORMATION FOR SEQ ID NO: 538: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LE«3TH: 27 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 538: 

Gin Val He Leu Pro Ala Leu Thr Leu Val Tyr Phe Ser He Leu Trp 
25 1 5 10 15 

Thr Leu Thr His He Ser Lys Ser Asp Ala Ser 
20 25 

30 

(2) INFORMftTION FOR SEQ ID NO: 539: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 539: 

40 Ser Thr His Asp Leu Thr Arg Trp Glu Leu Tyr Glu Pro Cys Cys Gin 
15 10 15 

Leu Leu Gin Lys Ala Val Asp Thr Gly Xaa Val Pro His Gin Val 
20 25 30 

45 



(2) INFORMATION FOR SEQ ID NO: 540: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SE^^JENCE DESCRIPTION: SEQ ID NO: 540: 

55 

Leu Ala Val Ser Thr Ser Phe He Cys Cys Ala Asp He Ser Thr Ala 
15 10 15 



60 



Leu Pro Leu Gly Ser Ser Arg Pro Ala Pro Ala Pro Arg His Arg Glu 
20 25 30 
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His Glu His Gly His Gin Ala Arg Pro Pro Arg Leu Leu Xaa Thr Ser 
35 40 45 

Leu Met Pro Leu Ser Thr Pro Ala Ala Ala Gin Leu Leu Trp Thr Gin 
50 55 60 

Leu Thr Pro Met Gly Gly Arg Pro Gly Gly Arg His Ser Pro Pro Thr 
65 70 75 80 

Leu His Thr Gly Pro Arg Ala Leu Pro Pro Gly Pro Pro His Pro Ser 
85 90 95 

Leu His Val Ala Ala Leu Ser Leu Leu Arg 
100 105 



(2) INFORMATION FOR SEQ ID NO: 541: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 541: 

Glu Gin Val Leu Ala Leu Leu Txp Pro Arg Phe Glu Leu lie Leu Glu 
15 10 15 

Met Asn Val Gin Ser Val Arg Ser Thr Asp Pro Gin Arg Leu Gly Gly 
20 25 30 

Leu Asp Thr Arg Pro His Tyr lie Thr Arg Arg Tyr Ala Glu Phe Ser 
35 40 45 

Ser Ala Leu Val Ser He Asn Gin Thr He Pro Asn Glu Arg Thr Met 
50 55 60 

Gin Leu Leu Gly Gin Leu Gin Val Glu Val Glu Asn Phe Val Leu Arg 
65 70 75 80 

Val Ala Ala Glu Phe Ser Ser Arg Lys Glu Gin Leu Val Phe Leu He 
85 90 95 

Asn Asn Tyr Asp Met Met Leu Gly Val Leu Met Glu Arg Ala Ala Asp 
100 105 110 

Asp Ser. Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr 
115 120 125 

Gin Glu Phe He Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Val 
130 135 140 

Ala Phe Val Lys Glu Ala Glu Ala Leu He Glu Arg Gly Gin Ala Glu 
145 150 155 160 

Arg Leu Arg Gly Glu Glu Ala Arg Val Thr Gin Leu He Arg Gly Phe 
165 170 175 



Gly Ser Ser Trp Lys Ser Ser Val Glu Ser Leu Ser Gin Asp Val Met 
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180 185 190 

Arg Ser Phe Thr Asn Phe Arg Asn Gly Thr Ser He He Gin Gly 
195 200 205 

5 



(2) INFORMATICN FOR SEQ ID NO: 542: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) liENGTH: 110 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 542: 

15 

Ala Leu Leu Lys Tyr Arg Phe Phe Tyr Gin Phe Leu Leu Gly Asn Glu 
15 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 20 25 30 

Lys He Tyr Leu Ser Tyr Tyr Arg Ser Tyr Leu Gly Arg Leu Met Lys 
35 40 45 

25 Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Val Glu 
50 55 60 

Asp Thr Ala Lys Lys Gly Phe Xaa Ser Lys Pro Ser Leu Arg Ser Arg 
65 70 75 80 

30 

Asn Thr He Phe Thr Leu Gly Thr Arg Gly Ser Val He Ser Pro Thr 
85 90 95 

Glu Leu Glu Ala Pro He Leu Val Pro His Thr Ala Gin Arg 

35 100 105 110 



(2) INFORMATION FOR SEQ ID NO: 543: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 97 atcdno acids 

(B) TYPE: amino etcid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 543: 

Glu Gin Arg Tyr Pro Phe Glu Ala Leu Phe Arg Ser Gin His Tyr Xaa 
1.5 10 15 

50 Leu Leu Asp Asn Ser Cys Arg Glu Tyr Leu Phe He Cys Glu Phe Phe 
20 25 30 

Val Val Ser Gly Pro Xaa Ala His Asp Leu Phe His Ala Val Met Gly 
35 40 45 

55 

Arg Thr Leu Ser Met Thr Leu Lys His Leu Asp Ser Tyr Leu Ala Asp 
50 55 60 

Cys Tyr Asp Ala He Ala Val Phe Leu Cys He His He Val Leu Arg 
60 65 70 75 80 
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Phe Arg Asn He Ala Ala Lys Arg Asp Val Pro Ala Leu Asp Arg Tyr 
85 90 95 



Trp 



(2) INFX)RMATIC3N FOR SEQ ID NO: 544: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 544: 

Gly Gly Leu Asp Thr Arg Pro His Tyr lie Thr Arg Arg Tyr Ala Glu 
15 10 15 

Phe Ser Ser Ala Leu Val Ser lie Asn Gin 
20 25 



(2) INFORMftTICN FOR SEQ ID NO: 545: 

(i) SBC3UENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TTPEi amino acid 
(D) TOPGLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 545: 

Ser Arg Lys Glu Gin Leu Val Phe I^u lie Asn Asn Tyr Asp Met Met 
15 10 15 

Leu Gly Val Leu 
20 



(2) INFORMATION FOR SBQ ID NO: 546: 

,(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 411 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 546: 

Ala Leu Leu Lys Tyr Arg Phe Phe Tyr Gin Phe Leu Leu Gly Asn Glu 
15 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 25 30 

Lys He Tyr Leu Ser Tyr Tyr Arg Ser Tyr Leu Gly Arg Leu Met Lys 
35 40 45 

Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Val Glu 
50 55 60 
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Asp Thr Ala Lys Lys Gly Phe Xaa Ser Lys Pre Ser Leu .--rg Ser Arg 
65 70 75 5: 

5 Asn Thr He Phe Thr Leu Gly Thr Arg Gly Ser Val He S-er ?r- rnr 

85 90 

Glu Leu Glu Ala Pro He Leu Val Pro His Thr Ala Gir, .-^g I-laa 3lu 
100 105 110 



10 



25 



40 



55 



Gin Arg Tyr Pro Phe Glu Ala Leu Phe Arg Ser Gin His .yr Xaa Z^u 
115 120 125 



Leu Asp Asn Ser Cys Arg Glu Tyr Leu Phe He Cys Glu ?he Phe Val 
15 130 135 14a 

Val Ser Gly Pro Xaa Ala His Asp Leu Phe His Ala Val Xet Gly Arg 
145 150 155 is: 

20 Thr Leu Ser Met Thr Leu Lys His Leu Asp Ser Ti^-r Leu Ala As? Cys 

■ 165 170 1"5 



Tyr Asp Ala He Ala Val Phe Leu Cys He His lie Val l^u Arg ^he 
180 IBS 130 

Arg Asn He Ala Ala Lys Arg Asp Val Pro Ala X.e-a Asp Ar-g 1^ 
195 200 2C5 



Glu Gin Val Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu lie L^u Glu 
30 210 215 220 

Met Asn Val Gin Ser Val Arg Ser Thr As? Pre Gin Arg 1^ Gly Gly 
225 230 235 241 

35 Leu Asp Thr Arg Pro His Tyr He Thr Arg Arg Tyr Ala 3lu Fr.e Ser 

245 250 255 



Ser Ala Leu Val Ser He Asn Gin Thr He Pro Asn Glu A^ r— Kez 
260 265 :170 

Gin Leu Leu Gly Gin Leu Gin Val Glu Val Glu A^ Phe Val Leu A-g 
275 280 2S5 



Val Ala Ala Glu Phe Ser Ser Arg Lys Glu Glr. I^u Val Phe LerU He 
45 290 295 300 

Asn Asn Tyr Asp Met Met Leu Gly Val Leu Me:: Glu Arg Ala A^a Asp 
305 310 315 320 

50 Asp Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leiu Asn Ala A^g Thr 

325 330 335 



Gin Glu Phe He Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Val 
340 345 350 

Ala Phe Val Lys Glu Ala Glu Ala Leu He Glu Ajrg Gly Gin A^a Glu 
355 360 365 



Arg Leu Arg Gly Glu Glu Ala Arg Val Thr Gin Leu He Ajrg Gly Phe 
60 370 375 330 
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Gly Ser Ser Trp Lys Ser Ser Val Glu Ser Leu Ser Gin Asp Val Met 
385 390 395 400 

Arg Ser Phe Thr Asn Phe Arg Asn Gly Thr Ser 
405 410 



(2) INFORMATION FOR SEQ ID NO: 547: 

(i) SEC^JENCE CHARACTERISTICS: 

(A) LQIGTH: 303 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 547: 

Tyr Glu Gly Lys Glu Phe Asp Tyr Val Phe Ser lie Asp Val Asn Glu 
15 10 15 

Gly Gly Pro* Ser Tyr Lys Leu Pro Tyr Asn Thr Ser Asp Asp E>ro Trp 
20 25 30 

Leu Thr Ala Tyr Asn Phe Leu Gin Lys Asn Asp I-eu Asn Pro Met Phe 
35 40 45 

Leu Asp Gin Val Ala Lys Phe lie lie Asp Asn Thr Lys Gly Gin Met 
50 55 60 

Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 
65 70 75 80 

Arg Tyr Val Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
85 90 95 

Asp Pro Phe Thr Gly Ala Gly Arg Tyr Val Pro Gly Ser Ala Ser Met 
100 ^ 105 110 

Gly Thr Thr Met Ala Gly Val Asp Pro Phe Thr Gly Asn Ser Ala Tyr 
115 120 125 

Arg Ser Ala Ala Ser Lys Thr Met Asn lie Tyr Phe Pro Lys Lys Glu 
130 135 140 

Ala Val Thr Phe Asp Gin Ala Asn Pro Thr Gin lie Leu Gly Lys Leu 
145 150 155 160 

Lys Glu Leu Asn Gly Thr Ala Pro Glu Glu Lys Lys Leu Thr Glu Asp 
165 170 175 

Asp Leu lie Leu Leu Glu Lys lie Leu Ser Leu lie Cys Asn Ser Ser 
180 185 190 

Ser Glu Lys Pro Thr Val Gin Gin Leu Gin lie Leu Trp Lys Ala He 
195 200 205 

Asn Cys Pro Glu Asp He Val Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 



Ser He Lys His Pro Ser Val Asn Glu Asn Phe Cys Asn Glu Lys Glu 
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225 230 235 240 

Gly Ala Gin Phe Ser Ser His Leu He Asn Leu Leu Asn Pro Lys Gly 
245 250 255 

Lys Pro Ala Asn Gin Leu Leu Ala Leu Arg Thr Phe Cys Asn Cys Phe 
260 265 270 

Val Gly Gin Ala Gly Gin Lys Leu Met Met Ser Gin Arg Glu Ser Leu 
275 280 285 

Met ser His Ala He Glu Leu Lys Ser Gly Ser Asn Lys Asn He 
290 295 300 



(2) INFORMATION FOR SEQ ID NO: 548: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID IK): 548: 

His He Ala Leu Ala Thr Leu Ala Leu Asn Tyr Ser Val Cys Phe His 
15 10 15 

Lys Asp 



(2) INFORMATION FOR SEQ ID NO: 549: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 49 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID tK>: 549: 

His Asn He Glu Gly Lys Ala Gin Cys Leu Ser Leu He Ser Thr He 
15 10 15 

Leu Glu Val Val Gin Asp Leu Glu Ala Thr Hie Arg Leu Leu Val Ala 
20 25 30 

Leu Gly Thr Leu He Ser Asp Asp Ser Asn Ala Val Gin Leu Ala Lys 
35 40 45 

Ser 



(2) INFORMATION FOR SEQ ID NO: 550: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 550: 

Leu Gly Val Asp Ser Gin He Lys Lys Tyr Ser Ser Val Ser Glu Pro 
15 10 15 

5 

Ala Lys Vail Ser Glu Cys Cys Arg Phe He Leu Asn Leu Leu 
20 25 30 



10 



(2) INFORMATION FOR SEQ ID NO: 551: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 amino acids 
15 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 551: 

Tyr Glu Gly Lys Glu Phe Asp Tyr Val Phe Ser He Asp Val Asn Glu 
20 1 5 10 15 

Gly Gly Pro Ser Tyr Lys Leu Pro Tyr Asn Thr Ser Asp Asp Pro Trp 
20 25 30 

25 Leu Thr Ala Tyr Asn Phe Leu Gin Lys Asn Asp Leu Asn Pro Met Phe 
35 40 45 

Leu Asp Gin Val Ala Lys Phe He He Asp Asn Thr Lys Gly Gin Met 
50 55 60 

30 

Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 
65 70 75 80 

Arg Tyr Val Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
35 85 90 95 

Asp Pro Phe Thr Gly Ala G^y Arg Tyr Val Pro Gly Ser Ala Ser Met 
100 105 110 

40 Gly Thr Thr Met Ala Gly Val Asp Pro Phe Hhr Gly Asn Ser Ala Tyr 
115 120 125 

Arg Ser Ala Ala Ser Lys Thr Met Asn He Tyr E*ie Pro Lys Lys Glu 
130 135 140 

45 

Ala VslL Thr Phe Asp Gin Ala Asn Pro Thr Gin He Leu Gly Lys Leu 
145 150 155 160 

Lys Glu Leu Asn Gly Thr Ala Pro Glu Glu Lys Lys Leu Thr Glu Asp 
50 165 170 175 

Asp Leu He Leu Leu Glu Lys He Leu Ser Leu He Cys Asn Ser Ser 
180 185 190 

55 Ser Glu Lys Pro Thr Val Gin Gin Leu Gin He Leu Trp Lys Ala He 
195 200 205 



60 



Asn Cys Pro Glu Asp He Val Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 
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Ser lie Lys His Pro Ser Val Asn Glu Asn Phe Cys Asn Glu Lys Glu 
225 230 235 240 

Gly Ala Gin Phe Ser Ser His Leu lie Asn Leu Leu Asn Pro Lys Gly 
245 250 255 

Lys Pro Ala Asn Gin Leu Leu Ala Leu Arg Thr Phe Cys Asn Cys Phe 
260 265 270 

Val Gly Gin Ala Gly Gin Lys Leu Met Met Ser Gin Arg Glu Ser Leu 
275 280 285 

Met Ser His Ala lie Glu Leu Lys Ser Gly Ser Asn Lys Asn lie His 
290 295 300 

lie Ala Leu Ala Thr Leu Ala Leu Asn Tyr Ser Val Cys Phe His Lys 
305 310 315 320 

Asp His Asn lie Glu Gly Lys Ala Gin Cys Leu Ser Leu lie Ser Thr 
325 330 335 

lie Leu Glu Val Val Gin Asp Leu Glu Ala Thr Phe Arg Leu Leu Val 
340 345 350 

Ala Leu Gly Thr Leu He Ser Asp Asp Ser Asn Ala Val Gin Leu Ala 
355 360 365 

Lys Ser Leu Gly Val Asp Ser Gin He Lys Lys Tyr Ser Ser Val Ser 
370 375 380 

Glu Pro Ala Lys Val Ser Glu Cys Cys Arg Phe He Leu Asn Leu Leu 
385 390 395 400 



(2) INFORMATION FOR SEQ ID NO: 552: 

(i) SEQUENCE CHARACTERISnCS : 

(A) LENGTIH: 139 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 552: 

Tyr Pro Asn Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu His Glu 
15 10 15 

His He Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 30 

Gin He Pro Glu Val Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin 
35 40 45 

Ser Glu He Arg Thr He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val 
50 55 60 

Gin Cys He Leu Arg Met Cys Ser Thr He Met Asn Leu Leu Ser Leii 
65 70 75 80 
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Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp Phe Veil Pro Val Leu 
85 90 95 

5 Val Phe Val Leu He Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110 

Gin Tyr He Ser Ser Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 



10 



15 



Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu 
130 135 



(2) INF0RMATIC3N FOR SEQ ID NO: 553: 



(i) SEQUEMCE CHARACTERISTICS: 

(A) LENGTH: 144 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 553: 

Tyr Pro Asn Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu His Glu 
25 1 5 10 15 



His He Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 30 

30 Gin He Pro Glu Val Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin 
35 40 45 

Ser Glu He Arg Thr He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val 
50 55 60 

35 

Gin Cys He Leu Arg Met Cys Ser Thr He Met Asn Leu Leu Ser Leu 
65 70 75 80 

Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp Phe Val Pro Val Leu 
40 85 90 95 

Val Phe Val Leu He Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110 

45 Gin Tyr He Ser Ser Ete Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 

Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu Phe He Lys Thr He 
130 135 140 

50 



55 

(2) INFORMATICN FOR SEQ ID NO: 554: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 
60 (B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 554: 

Tyr Pro Asn Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu 
15 10 



(2) INFORMATION FOR SEQ ID NO: 555: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LESX^Vtt: 11 amino acids 

(B) TYPE: amino sicid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 555: 

Glu Ala Pro Trp Pro Ser Ala Gin Ser Glu He 
15 10 



(2) INFORMATION FOR SEQ ID NO: 556: 

(i) SEQUENCE CHARACTERISTICS: 

(A) L0IGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 556: 

Ser Gly Glu Glu Ser Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu 
15 10 15 

Phe He Lys Thr He 
20 



(2) INFORMATION FOR SEQ ID NO: 557: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEJUCtTH: 18 amino acids 

(B) TlfPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 557: 

Ala Asp Asp Phe Val Pro Val I*eu Val Phe Val Leu He Lys Ala Asn 
15 10 15 

Pro Pro 



(2) INFORMATION FOR SEQ ID NO: 558: 

<i) SBQUOTCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 558: 
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Tyr Lys Thr Pro Arg Asp Lys Val Gin Cys lie Leu 
15 10 



(2) INFORMATION FOR SEQ ID NO: 559: 

(i) SEQUENCE CHARACTEEIISTICS : 

(A) LENGTH: 15 amino acids 

{B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 559: 

Gly Ala Asp Asp Phe Val Pro Val Leu Val Phe Val Leu lie Lys 
15 10 15 



(2) INFORMftTICN FOR SEQ ID NO: 560: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQKTTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 560: 

Pro Val Leu Val Phe Val Leu lie Lys Ala Asn Pro 
15 10 



(2) INFORMATION FOR SEQ ID NO: 561: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 561: 

Ser Ala Arg Ala Ser Thr Gin Pro Pro Ala Gly Gin His Pro Gly Pro 
1 5 . 10 15 

Cys 



(2) INFORMATION FOR SEQ ID NO: 562: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 562: 

Met Pro Gly Arg Trp Arg Trp Gin Arg Asp Met His Pro Ala Axg Lys 
1 5 10 15 . 

Leu Leu Ser Leu Leu Phe Leu lie Leu Met Gly Thr Glu Leu Thr Gin 
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25 



30 



(2) INFORMATION FOR SBQ ID NO: 563: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYTE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 563: 

Ser Ala Ala Pro Asp Ser Leu Leu Arg Ser Ser Lys Gly Ser Thr Arg 
15 10 15 

Gly Ser Leu 



(2) INFORMATION FOR SEQ ID NO: 564: 

(i) SEC^JENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 564: 

Ala Ala He Val He Trp Arg Gly Lys Ser Glu Ser Arg He Ala Lys 
15 10 15 

Thr Pro Gly He 
20 



(2) INFORMATION FOR SEQ ID NO: 565: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGIH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SBQ ID NO: 565: 

Pro Leu Gly He Thr Leu Pro Leu Gly Ala Pro Glu Thr Gly Gly Gly 
15 10 IS 

Asp 



(2) INFORMftTIGN FOR SBQ ID NO: 566: 



(i) SEQUENCE CHARACTEEtlSTICS : 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 566: 

Cys Ala Ala Glu Thr Trp Lys Gly Ser Gin Arg Ala Gly Gin Leu Cys 
15 10 15 

Ala Leu Leu Ala 
20 



(2) INFORMftTIQN FOR SEQ ID NO: 567: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 567: 

Phe Arg Gly Gly Gly Thr Leu Val Leu Pro Pro Thr His Thr Pro Glu 
15 10 15 

Trp Leu lie Leu 
20 



(2) INFORMATION FOR SEQ ID NO: 568: 

(i) SEQUENCE CHARACTERXSTICS : 

(A) LENGTH: 22 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIGN: SEQ ID IK): 568: 

Met Arg Ser Ala Arg Pro Ser Leu Gly Cys Leu Pro Ser Trp Ala Phe 
15 10 15 

Ser Gin Ala Leu Asn lie 
20 



(2) INFORMATION FOR SEQ ID NO: 569: 

<i) SEQUENCE CHARACTEEaSTICS : 

(A) LQIGfXH: 22 amino ajctds 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SE^JENCE DESCRIPTIGN: SEQ ID NO: 569: 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Glu lie Ser Ala Val Cys 
15 10 15 

Glu Lys Gly Asn Phe Asn 
20 



(2) INFORMATION FOR SEQ ID NO: 570: 
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(i) SEQUENCE CHARACTEEUSTICS : 

(A) LQJGTH: 26 amino acids 

(B) TYPE: amino acid 
5 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 570: 

Val Ala His Gly Leu Ala Trp Ser Tyr Tyr lie Gly Tyr Leu Arg Leu 
15 10 15 

10 

lie Leu Pro Glu Leu Gin Ala Arg lie Arg 
20 25 



15 

(2) INFORMATION FOR SEQ ID NO: 571: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 571: 

Thr Tyr Asn Gin His Tyr Asn Asn Leu Leu Arg Gly Ala Val Ser Gin 
25 1 5 10 15 

Arg Cys 



30 



45 



(2) mPORMATION FOR SEQ ID NO: 572 



(i) SEQUENCE CHARACTERIOTICS : 
35 (A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DE9CMPTICN: SBQ ID NO: 572: 

40 lie Leu Leu Pro Leu Asp Cys Gly Val Pro Asp Asn Leu Ser Met Ala 
15 10 15 

Asp Pro Asn He Arg Phe Leu Asp Lys Leu Pro Gin Gin Thr Gly Asp 
20 25 30 



Arg Ala Gly He Lys Asp Arg Val Tyr Ser Asn 
35 40 



50 

(2) INFORMATION FOR SEQ ID NO: 573: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 573: 



60 



Ser He Tyr Glu Leu Leu Glu TVsn Gly Gin Arg Ala Gly Thr Cys Val 
15 10 15 
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Leu Glu Tyr Ala Thr Pro Leu Gin Thr Leu Phe Ala Met Ser Gin Tyr 
20 25 30 

5 Ser Gin Ala Gly Phe Ser Gly Glu Asp Arg Leu Glu Gin 
35 40 45 



10 (2) INFORMATIC»I FOR SEQ ID NO: 574: 

(i) SEQUENCE CHARACTERISTICS: 

(A) IiENGTH: 92 amino acids 

(B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 574: 

Ala Lys Leu Phe Cys Arg Thr Leu Glu Asp He Leu Ala Asp Ala Pro 
15 10 15 

20 

Glu Ser Gin Asn Asn Cys Arg Leu He Ala Tyr Gin Glu Pro Ala Asp 
20 25 30 

Asp Ser Ser Phe Ser Leu Ser Gin Glu Val Leu Arg His Leu Arg Gin 
25 35 40 45 

Glu Glu Lys Glu Glu Val Thr Val Gly Ser Leu Lys Thr Ser Ala Val 
50 55 60 

30 Pro Ser Thr Ser Thr Met Ser Gin Glu Pro Glu Leu Leu He Ser Gly 
65 70 75 80 

Met Glu Lys Pro Leu Pro Leu Arg Thr Asp Phe Ser 
85 90 

35 



(2) INFORMATION FOR SEQ ID NO: 575: 

40 (i) SEQUENCE CHARACTEEaSTICS : 

(A) UENCm: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 575: 

45 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Glu He Ser Ala Val Cys 
15 10 15 

Glu Lys Gly Asn Phe Asn Val Ala His Gly Leu Ala Trp Ser Tyr Tyr 
50 20 25 30 

He Gly Tyr Leu Arg Leu He Leu Pro Glu Leu 
35 40 

55 

(2) INFORMATION FOR SEQ ID NO: 576: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 
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(3) 7r/?E: aniino acid 
[D) TCPOLCX^: linear 
(xi) SZQVE^ICE DESCRIPTION: SEQ ID NO: 576: 

5 Thr j£ec — ys Leu Leu Lys Leu Arg Arg Asn lie Val Lys Leu Ser Leu 
15 10 15 

Tyr Arg 3£is ?*r_£ Thr Asn 

10 



(2) z:3-cH:-tAric:: ?cr seq id nO: 577: 

15 (1) SEC^'HNCE C-i?3ACTEE^STICS : 

<A) LSSGTH: 22 amino acids 
(3) TYPE: amino acid 
JD) TOPOLOGY: linear 
(xi) SECi'UENCE DESCRIPTION: SEQ ID NO: 577 



20 



25 



Thr h^j. lie Leu Ala Val Ala Ala Ser lie Val Phe lie lie Trp Thr 
15 10 15 

Thr Kaz Lys Phe Arg lie 

2Z 



30 



(2) i:3*CPM?^ZC:: for seq id NO: 578; 



(1) sequence CHARACTEEUSnCS: 

(A) LE>XjrH: 28 amino acids 
'3) TYPE: amino acid 
Z, TOPOLOGY: linear 
35 i-^zL) SEQ^JEJKE DESCRIPTION: SEQ ID NO: 578: 

Val Thr Cys Glr. Ser Asp Trp Arg Glu Leu Trp Val Asp Asp Ala lie 
15^ 10 15 

40 Trp Arg Leu Leu Phe Ser Met lie Leu Phe Val lie 
2C 25 



45 (2) i:iFC™ATIC*T FOR SEQ ID NO: 579: 

(z) SHwuENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 
(3) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 579 



55 



Met Val i^eu Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser 
1*5 10 15 

Pro Leu Ser Glu Glu Glu Glu Glu Asp Glu Gin 
20 25 



60 



wo 98/54963 



654 



(2) INFORMATION FOR SEQ ID NO: 580: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 580: 

Met Val Leu Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser 
15 10 15 

Pro Leu Ser Glu Glu Glu Glu Glu Asp Glu Gin 
20 25 



(2) INFORMATIC»J FOR SEQ ID NO: 581: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 581: 

Lys Glu Pro Met Leu Lys Glu Ser Phe Glu Gly Met Lys Met Arg Ser 
15 10 15 

Thr Lys Gin Glu Pro Asn Gly Asn Ser Lys Vail Asn Lys Ala Gin Glu 
20 25 30 

Asp Asp Leu 
35 



(2) INFORMATION FOR SEQ ID tK>: 582: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 582: 

Lys Trp Val Glu Glu Asn Val Pro Ser Ser Val Thr Asp Val Ala Leu 
15 10 15 

Pro Ala Leu Leu Asp Ser Asp Glu Glu Arg Met lie Thr His Phe Glu 
20 25 30 

Arg Ser Lys Met Glu 
35 



(2) INFORMATION FOR SEQ ID NO: 583: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) ssQiHi^cz zESZRZ^^y.:: sz; — :7Z: till 
Asp Pro Arg Val Arg .--sn Ser leu Thr Cys :.y3 :-£i3 lie ?: 

15 : 

Ser Leu Thr Gin 
20 



(2) INFORMPvTICIT FC?, ZD ^ZD: 534r 

(i) SHC"JENCE C2£?Jr--jCTZ?-irri2£ : 

(A) 'JEirrrr.'. 11 2:11." aciis 
(3) TYPE: asiir::^ arid 
(D) rCPCXC'Xr: lir.=ar 

Tyr Glu Pro 24£t Asp ?ria I-Caa He- Ala Le- lie T-.-r i-sp 
1 5 1: 



(2) rNFORI^^^JTC?! FC?. £SQ ID ^SO: =55: 

(i) SEQJElTn 1HA?JCTH?-3TZC3: 

(A) Ism-:-. 16 2=inc acizs 

(B) T-"?H: aziino arid 

lie Arg His Glu Le^i l^ir Vsl l/Sr. Arg Asp Thz: Arg ?ro Ala Ala 

.1 5 1: 15 . 



(2) INFORlGTrQ} PC?. SZQ ID :30: 556: 

{1) SEQ0E13CE IHAPACTZ?-— CS: 

(A) IZiaCTTH: ID R : a-iis 

(3) TYPE: anino azid 
(D) ZCPQLOGZ: Iir=^ 

(xi) SSQUEIvCZ I^SCKI^TIl!:: £EQ Z2 :5D: 

Met Asp Phe Xaa I-Cez Ala Leu lie -^s^ >sz 
1 5 



(2) INFORMATICN FCR 5EQ ID 230: 537: 

(i) SEGUEKCZ CSArACTERISIZCS: 

(A) Z^JGIH: Z4 aci-is 

(B) TfPE: aaiino Ezlz 
(D) TCPOLOGY: lii^aar 

(xi) s3QUE!x:e DESUiipncar: ssq id :so: 
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Met Gin Glu Met Met Arg Asn Gin Asp Arg Ala Leu Ser Asn Leu Glu 
15 10 15 

Ser He Pro Gly Gly Tyr Asn Ala 
20 



(2) INFORMATION FOR SEQ ID NO: 588: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 588: 

Leu Arg Arg Met Tyr Thr Asp He Gin Glu Pro Met Leu Ser Ala Ala 
15 10 15 

Gin Glu Gin Phe Gly Gly Asn Pro Phe 
20 25 



(2) INFORMATION FOR SEQ ID ^30: 589: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LS5GTH: 32 amino acids 

(B) TYPE: amino eicid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 589: 

Ala Ser Leu Val Ser Asn Thr Ser Ser Gly Glu Gly Ser Gin Pro Ser 
1 5 10 15 

Arg Thr Glu Asn Arg Asp Pro Leu Pro Asn Pro Trp Ala Pro Gin Thr 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 590: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 590: 

Ser Gin Ser Ser Ser Ala Ser Ser Gly Thr Ala Ser Thr Val Gly Gly 
15 10 15 

Thr Thr Gly Ser Thr Ala Ser Gly Thr Ser Gly Gin Ser Thr Thr Ala 
20 25 30 

Pro Asn Leu Val Pro Gly Val Gly Ala Ser Met Phe Asn Thr Pro Gly 
35 40 45 
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Met Gin Ser Leu Leu Gin Gin He Thr Glu Asn Pro Gin Leu Met Gin 
50 55 60 



Asn Met Leu Ser Ala Pro Tyr 
65 70 



10 



25 



(2) INP0RMATIC3N FOR SEQ ID NO: 591: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGrrH: 45 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SBQ ID NO: 591: 

Met Arg Ser Met Met Gin Ser Leu Ser Gin Asn Pro Asp Leu Ala Ala 
1 5 10 15 

20 Gin Met Met Leu Asn Asn Pro Leu E^e Ala Gly Asn Pro Gin Leu Gin 
20 25 . 30 



Glu Gin Met Arg Gin Gin Leu Pro Thr Phe Leu Gin Gin 
35 40 45 



(2) INFORMATIGM FOR SEQ ID NO: 592: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LQKJrH: 73 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 592: 



35 



50 



Met Gin Asn Pro Asp Thr Leu Ser Ala Met Ser Asn Pro Arg Ala Met 
15 10 15 



Gin Ala Leu Leu Gin He Gin Gin Gly Leu Gin Thr Leu Ala Thr Glu 
40 20 25 30 

Ala Pro Gly Leu He Pro Gly Phe Pro Gly Leu Gly Ala Leu Gly 
35 40 45 

45 Ser Thr Gly Gly Ser Ser Gly Thr Asn Gly Ser Asn Ala Thr Pro Ser 
50 55 60 



Glu Asn Thr Ser Pro Thr Ala Gly Thr 
65 70 



(2) INFORMATION FOR SBQ ID NO: 593; 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 593: 

60 
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-hr 3lu Gly His Gin Gin Phe He Gin Gin Met Leu Gin Ala Leu 
5 10 15 

.j^, — val Asn Pro Gin Leu Gin Asn Pro Glu Val Arg Phe Gin Gin 
20 25 30 

Z^" C-1" Gin Leu Ser Ala Met Gly Phe Leu Asn Arg Glu Ala Asn 
' ' ^ 35 40 45 

Leu rie Ala Thr Gly Gly Asp He Asn Ala Ala He Glu 
" '=3 * 55 60 

Gly Ser Gin Pro Ser 
" 65 " 70 



;2) lilrCmATION FOR SEQ ID NO: "594: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 45 amino acids 

(B) TYPE: amino acid 
(D) T0P0LCX3Y: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 594: 

Pro Ala Met Met Gin Glu Met Met Arg Asn Gin Asp Arg Ala 
' 1 5 10 1^ 

Z^j Asn Leu Glu Ser He Pro Gly Gly Tyr Asn Ala Leu Arg Arg 
20 25 30 

Kei: -/r Thr Asp He Gin Glu Pro Met Leu Ser Ala Ala 
" " ■ 35 40 45 



(2) i:3TJHr-aTI0N FOR SEQ ID NO: 595: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 595: 

Gly isn Pro Phe Ala Ser Leu Val Ser Asn Thr Ser Ser 
1 5 10 



(2) IMFORMftTION FOR SEQ ID NO: 596: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQK3TH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 596: 

Glu Asn Arg Asp Pro Leu Pro Asn Pro Trp Ala 
^ 5 10 
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(2) INFORMATION FOR SBQ ID NO: 597: 

5 (i) SEQUENCE OiARACTERISTICS : 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 597: 

10 

Gly Lys lie Leu Lys Asp Gin Asp Thr Leu Ser Gin His Gly lie His 
15 10 15 

Asp 

15 



(2) INFORMATION FOR SEQ ID NO: 598: 

( i ) SEQUENCE* CHARACTEEaSTICS : 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 598: 

Gly Leu Thr Val His Leu Val He Lys Thr Gin Asn Arg Pro 
15 10 

30 

(2) INFORMATION FOR SEQ ID NO: 599: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
{xi) SEQUENCE DESCRIPTION: SBQ ID NO: 599: 

40 Ser Glu Leu Gin Ser Gin Met Gin Arg Gin Leu Leu Ser Asn Pro Glu 
15 10 15 

Met Met 

45 



(2) INFORMATION FOR SEQ ID NO: 600: 

50 (i> SE3QUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino £u:id 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 600: 

55 

Pro Glu He Ser His Met Leu Asn Asn Pro Asp He Met Arg 
15 10 



60 
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(2) INF0RE4ATICN FOR SEQ ZD NO: 601: 

(i) SEQUHIJCE OiAPJCTHRISriCS: 

(A) LGiGTH: 18 gcrino acids 
5 (3) TYPE: amino acid 

(D) TOPOLCGY: lir-aar 
(xi) SEQIHMCE DESCRIPTia;: SEQ ID rC: 601: 

Arg Gin Leu lie list Ala Asn Pro Gin Ms" Glr. Gin Leu Zle Gin Arg 

10 1 5 i: 15 

Asn Pro 



15 



30 



(2) INFORMATIGM FOR SEQ ZD NO: 502: 



(i) SEQUEI5CE GIAPACTE3I3TICS: 
20 (A) LEKCJTK: 27 ai=ino acids 

(3) TYPE: amino ac±d 
(D) TOPOLOGY: lirisar 
(xi) SE^^JENCE DESCRIPTiai: SEQ ZD I'^z 502: 

25 Asn Leu Cys His Val Asp Cys Gin Asp Leu Le- Asn Pro Asn Leu Leu 
15 13 15 



Ala Gly lie His Cys Ala Z,ys Arg lie VaZ Ser 
20 25 



(2) INFORMATION FOR SEQ ZD NO: 603: 

35 (i) SEQUE^X:E CaPACTERISriCS: 

tA) LE>X?rS: 23 a=iino acids 
(3) TYPE: acdno acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC2J: SEQ ZD 172: 603: 

40 

Leu AsD Gly Phe Glu Gly Tyr Ser Leu Ser As? Z^ Leu Cys Leu Ala 
1*5 13 15 

Phe VaX Glu Ser Lys PhB Asn 
45 20 



(2) IKrOBMATiai FOR SEQ ID NO: 604: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LE25GTH: 22 anino acids • 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTIQI: SEQ ID 130: 504: 

Asn Glu Asn Ala Asp Gly Ser Phe Asp Tyr Gly Z,sxi Phe Gin He Asn 
15 10 15 



60 



Ser His Tyr Trp Cys Asn 
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20 



(2) INFORMATION FOR SEQ ID NO: 605: 

(i) SEQUENCE CHARACTERISTICS: 

(A) T.PTJrTTH; 27 aitdno acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 605: 

Asn Leu Cys His Val Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu Leu 
15 10 15 

Ala Gly lie His Cys Ala Lys Arg lie Val Ser 
20 25 



(2) INFORMATION FOR SEQ ID NO: 606: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 606: 

He Arg Glu Val Asn Glu Val lie Gin Asn Pro Ala Thr 
15 10 



(2) INFORMATION FOR SEQ ID NO: 607: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:- 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 607: 

He Thr Arg He Leu Leu Ser His Phe Asn Trp Asp Lys Glu Lys Leu 
15 10 15 

Met Glu Arg Tyr Phe Asp Gly Asn Leu Glu Lys Leu Phe Ala 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 608: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 23 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 608: 



Asn Thr Arg Ser Ser Ala Gin Asp Met Pro Cys Gin He Cys Tyr LeU 
15 10 15 
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Asn Tyr Pro Asn Ser Tyr Phe 
20 



(2) INFORMATION FOR SEQ ID NO: 609: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 
JO (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 609: 

Cys Asp He Leu Val Asp Asp Asn Thr Val Met Arg Leu He Thr Asp 
15 1 5 10 15 

Ser Lys Val Lys Leu Lys Tyr Gin His Leu He Thr Asn Ser Phe Val 
20 25 30 

20 Glu Cys Asn Arg Leu Leu Lys Trp Cys Pro Ala Pro Asp Cys His His 
35 40 45 

Val Val Lys Val Gin Tyr Pro Asp Ala Lys Pro Val 
50 55 60 



25 



(2) INFORMATION FOR SEQ ID NO: 610: 



30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 610: 



35 



cys ASP He Leu Val Asp Asp Asn Thr Val Met Arg Leu He Thr Asp 
1 5-10 15 



Ser Lys Val Lys Leu Lys Tyr Gin His Leu He Thr Asn Ser Phe Val 
40 20 25 30 

Glu Cys Asn Arg Leu Leu Lys Trp Cys Pro.Ala Pro Asp Cys His His 
35 40 45 

45 Val Val Lys Val 
50 



50 (2) INFORMATION FOR SEQ ID NO: 611: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 60 amino acids 

(B) TYPE: amino aicid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 611: 

Gly Cys Asn His Met Val Cys Arg Asn Gin Asn Cys Lys Ala Glu Phe 
15 10 15 

60 
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Cys Trp Val Cys Leu Gly Pro Trp Glu Pro His Gly Ser Ala Trp Tyr 
20 25 50 

Asn Cys Asn Arg Tyr Asn Glu Asp Asp Ala Lys Ala Ala Arg Asp Ala 
35 40 45 

Gin Glu Arg Ser Arg Ala Ala Leu Gin Arg Tyr Leu 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 612 



(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICaa: SEQ ID NO: 612: 

20 Phe Tyr Cys Asn Arg Tyr Met Asn His Met Gin Ser Leu Arg Phe Glu 
1 5 10 15 

His Lys Leu Tyr Ala Gin Val Lys Gin Lys Met Glu Glu Met Gin Gin 
20 25 30 



25 



His Asn Met Ser Trp lie Glu Val Gin Phe Leu Lys Lys Ala Val Asp 
35 40 45 



Val Leu Cys Gin Cys Arg Ala Thr Leu Met Tyr Thr 
30 50 55 60 



35 



(2) INFORMATION FOR SEQ ID NO: 613 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ^60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 613: 

Tyr Val Phe Ala Phe Tyr Leu Lys Lys Asn Asn Gin Ser He He Phe 
15 10 15 

45 Glu Asn Asn Gin Ala Asp Leu Glu Asn Ala Thr Glu Val Leu Ser Gly 
20 25 30 

Tyr Leu Glu Arg Asp He Ser Gin Asp Ser Leu Gin Asp He Lys Gin 
35 40 45 



50 



Lys Val Gin Asp Lys Tyr Arg Tyr Cys Glu Ser Arg 
50 55 60 



55 

(2) INFORMATION FOR SEQ ID NO: 614: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 37 amino acids 
60 (B) TYPE: amino acid 
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(D) T0P0LCX3Y: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 614: 

Thr Gly Leu Glu Cys Gly His Lys Phe Cys Met Gin Cys Trp Sex Glu 
5 1 5 10 15 

Tyr Leu Thr Thr Lys He Met Glu Glu Gly Met Gly Gin Thr He Ser 
20 25 30 

10 Cys Pro Ala His Gly 
35 



15 (2) INFORMATION FOR SEQ ID NO: 615: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
20 (D) TOPOLOGy: linear 

(xi) SEQUENCE DESCRIPTION: SEQ. ID NO: 615: 



25 



30 



Met Trp Gly Tyr Leu Phe Val Asp Ala Ala Trp Asn Phe Leu Gly Cys 
15 10 15 



Leu He Cys Gly Trp 
20 



(2) INFORMATION FOR SBQ ID NO: 616: 



(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 46 amino acids 
35 <B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICaJ: SBQ ID NO: 616: 

Met His Phe He Ser Ser Gly Asn Val Ser Ala He Arg Ser Ser He 
40 1 5 10 15 

Leu Leu Leu Arg Xaa Ser Leu Ser Tyr Leu Gly Asn Cys Leu Arg Val 
20 25 30 

45 Ser Ala He Phe Val Tyr Phe Leu Leu Phe Leu Leu Leu Ser 
35 40 45 



50 (2) INPORMATION FOR SEQ ID NO: 617: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 80 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUEC«:E DESCRIPTION: SBQ ID NO: 617: 

Met Asp Gin Ala Leu Arg Gly Ser Pro Ser Glu Gly Phe Ser Thr Asp 
15 10 15 

60 



wo 98/54963 



PCTAJS98/11422 



665 



Pro Ser Pro Pro Gin Val Gly Arg. Gin He Pro Ser Phe Pro Pro Trp 
20 25 30 

Arg Arg Leu Val Leu Pro Lys Ala Ser Gly Cys Phe Leu Glu Arg Glu 
5 35 40 45 

Trp Trp Leu Cys Val Phe Lys Leu Arg Thr Arg Pro Gly Ala Glu Ala 
50 55 60 

10 His Ala Tyr Asn Ser Ser He Leu Gly Gly Arg Gly Lys Gly He Thr 
65 70 75 80 



15 



(2) INFORMATICSN FOR SEQ ID NO: 618: 

20 (i) SECyjENCE CHARACTEMSTICS: 

(A) LENGTH: 131 amino acids 

(B) TYPE: amino ckcid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 618: 

25 

Met Leu Pro Ala Leu Ala Ser Cys Cys His Phe Ser Pro Pro Glu Gin 
15 10 15 

Ala Ala Arg Leu Lys Lys Leu Gin Glu Gin Glu Lys Gin Gin Lys Val 
30 20 25 30 

Glu Phe Arg Lys Arg Met Glu Lys Glu Val Ser Asp Phe He Gin Asp 
35 40 45 

35 Ser Gly Gin He Lys Lys Lys Phe Gin Pro Met Asn Lys He Glu Arg 
50 55 60 

Ser He Leu His Asp Val Val Glu Val Ala Gly Leu Thr Ser Phe Ser 
65 70 75 80 

40 

Phe Gly Glu Asp Asp Asp Cys Arg Tyr Val Met He Phe Lys Lys Glu 
85 90 95 

Phe Ala Pro Ser Asp Glu Glu Leu Asp Ser Tyr Arg Arg Gly Glu Glu 
45 100 105 110 

Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
115 120 125 

50 Gin Arg Gin 
130 



55 (2) INFORMATION FOR SEQ ID tK): 619: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 amino acids 

(B) TVPE: amino acid 
60 (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 619: 

Glu Glu Glu Ala Ala Gin Gin Gly Pro Val Val Val Ser Pro Ala Ser 
15 10 15 

5 

Asp Tyr Lys Asp Lys Tyr Ser His Leu lie Gly Lys Gly Ala Ala Lys 
20 25 30 

Asp Ala Ala His Met Leu Gin Ala Asn Lys Thr Tyr Gly Cys Xaa Pro 
10 35 40 45 

Val Ala Asn Lys Arg Asp Thr Arg Ser He Glu Glu Ala Met Asn Glu 
50 55 60 

15 He Arg Ala Lys Lys Arg Leu Arg Gin Ser Gly Glu 
65 70 75 



20 (2) INFORMATION FOR SEQ ID NO: 620: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 40 amino acids 

(B) TYPE: amino acid 
25 (D) TOPOLCXSnf: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 620: 



30 



Pro Pro Arg Arg Pro Ala Gin Leu Pro Leu Thr Pro Gly Ala Gly Gin 

10 15 



1 5 



Gly Ala Gly Arg Asp Lys Ala Ala Ala He Arg Ala His Pro Gly Ala 
20 25 30 



Pro Pro Leu Asn His Leu Leu Pro 
35 35 40 



40 



(2) INFORMATION FOR SBQ ID NO: 621 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUE^K:E DESCRIPTION: SEQ ID NO: 621: 

Ala val Pro Gin Ala Gly Gly Lys Gin Val Phe Asp Leu Ser Pro Leu 
1 5 .10 15 

50 Glu Leu Gly Tyr Val Arg Gly Met Cys Val Cys Val 
20 25 



55 <2) INFORMATION FOR SEQ ID NO: 622: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 amino acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 622: 

Met Leu pro Ala Leu Ala Ser Cys Cys His Phe Ser Pro Pro Glu Gin 
1 5 10 15 

^ Ala Ala Arg Leu Lys Lys Leu Gin Glu Gin Glu Lys Gin Gin Lys Val 
20 25 30 

Glu Phe Arg Lys Arg Met Glu Lys Glu Val Ser Asp Phe He Gin Asp 
10 35 40 45 

Ser Gly Gin He Lys Lys Lys Phe Gin Pro Met Asn Lys He Glu Arg 
50 55 60 

15 Ser He Leu His Asp Val Val Glu Val Ala Gly Leu Thr Ser Phe Ser 
65 70 75 80 

Phe Gly Glu Asp Asp Asp cys Arg Tyr Val Met He Phe Lys Lys Glu 
85 90 95 

20 

Phe Ala Pro Ser Asp Glu Glu Leu Asp Ser Tyr Arg Arg Gly Glu Glu 
100 105 110 

Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
25 115 120 . 125 

Gin Arg Gin Glu Glu Glu Ala Ala Gin Gin Gly Pro Val Val Val Ser 
130 135 140 

30 Pro Ala Ser Asp Tyr Lys Asp Lys Tyr Ser His Leu He Gly Lys Gly 
145 150 155 160 

Ala Ala Lys Asp Ala Ala His Met Leu Gin Ala Asn Lys Thr Tyr Gly 
165 170 175 

35 

Cys xaa Pro Val Ala Asn Lys Arg Asp Thr Arg Ser He Glu Glu Ala 
180 185 190 

Met Asn Glu He Arg Ala Lys Lys Arg Leu Arg Gin Ser Gly Glu 
40 195 200 205 



(2) INFOKMATIGN FOR SEQ ID NO: 623: 

45 

(i) SEQUENCE CHARACTERISTICS: 

(A) T.ragTTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGy: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 623: 

Leu Leu Cys pro Val Leu Asn Ser Gly xaa Ser Trp Asn Phe Pro His 
15 10 15 

55 Pro Ser Gin Pro Glu Tyr Ser Phe His Gly Phe His Ser Thr Arg Leu 
20 25 30 

Trp He 



60 
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(2) INFORMATION FOR SEQ ID NO: 624: 

5 (i> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acicis 
{B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 624: 

Pro Ser Thr Pro Trp Phe Leu Phe Leu Leu Gly Leu Thr Cys Pro Phe 
15 10 15 

Ser Thr Ser His Pro Arg Trp Asp Ser He Pro Pro 
15 20 25 



(2) INPORMATIOM FOR SEQ ID NO: 625: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LH«3TH: 227 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 625: 

Glu Leu Ser He Ser He Ser Asn Val Ala Leu Ala Asp Glu Gly Glu 
15 10 15 

30 Tyr Ite Cys Ser He Phe Thr Met Pro Val Arg Thr Ala Lys Ser Leu 
20 25 30 

Val Thr Val Leu Gly He Pro Gin Lys Pro He He Thr Gly Tyr Lys 
35 40 45 

35 

Ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 
50 55 60 

Glv Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys Gly Asp Gin Glu 
40 65 70 75 80 

Leu His Gly Glu Pro Thr Arg He Gin Glu Asp Pro Asn Gly Lys Thr 
85 90 95 

45 Phe Thr Val Ser Ser Ser Val Thr Phe Gin Val Thr Arg Glu Asp Asp 
100 105 110 

Gly Ala Ser He Val Cys Ser Val Asn His Glu Ser Leu Lys Gly Ala 
115 120 125 

Asp Arg ser Thr ser Gin Arg He Glu Val Leu Tyr Thr Pro Thr Ala 
130 135 140 

Met He Arg Pro Asp Pro Pro His Pro Arg Glu Gly Gin Lys Leu Leu 
55 145 150 155 160 

Leu His Cys Glu Gly Arg Gly Asn Pro Val Pro Gin Gin Tyr Leu Trp 
165 170 175 

60 Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser Ala 



wo 98/54963 



PCT/US98/11422 



669 



180 



185 



190 



Leu lie Phe Pro Phe Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly Cys 
195 200 205 

Thr Ala Thr Ser Asn Met Gly Ser Tyr Lys Ala Tyr Tyr Thr Leu Asn 
210 215 220 



Val Asn Asp 
10 225 



15 



30 



(2) INFORMATION FOR SEQ ID NO: 626: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 626: 

Glu Leu Ser He Ser He Ser Asn Val Ala Leu Ala Asp Glu Gly Glu 
15 10 15 

25 Tyr Tta Cys Ser He Phe Thr Met Pro Val Arg Thr Ala Lys Ser Leu 
20 25 30 



Val Thr Val Leu Gly He Pro Gin Lys Pro He He Thr Gly Tyr Lys 
35 40 45 

Ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 
50 55 60 



35 



40 



55 



(2) INFORMATION FOR SEQ ID NO: 627 



(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 65 amino acids 

(B) TYPE: amino acid 
(D) TOPCLOGY: linear 

45 (xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 627: 

Cys Gin Ser Ser Gly Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys 
15 10 15 

50 Gly Asp Gin Glu Leu His Gly Glu Pro Thr Arg He Gin Glu Asp Pro 
20 25 30 



Asn Gly Lys Thr Phe Thr Val Ser Ser Ser Val Thr Phe Gin Val Thr 
35 40 45 

Arg Glu Asp Asp Gly Ala Ser He Val Cys Ser Val Asn His Glu Ser 
50 55 60 



Leu 
60 65 
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(2) INFORMATION FOR SEQ ID NO: 628: 

5 

(i) SEQUENCE CHARACTEEaSTICS : 

(A) LENGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 <xi) SEQUENCE DESCRIPTION: SEQ ID NO: 628: 

His Glu Ser Leu Lys Gly Ala Asp Arg Ser Thr Ser Gin Arg He Glu 
15 10 15 

15 Val Leu Tyr Thr Pro Thr Ala Met He Arg Pro Asp Pro Pro His Pro 
20 25 30 



20 



Arg Glu Gly Gin Lys Leu Leu Leu His Cys Glu Gly Arg Gly Asn Pro 
35 40 45 

Val Pro Gin Gin Tyr Leu Trp Glu Lys Glu 
50 55 



25 



(2) INFORMATION FOR SEQ ID NO: 629 



(i) SBQtJENCE CHARACTERISTICS: 

(A) LQJGTH: 52 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 629: 

Trp Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser 
35 1 5 10 15 

Ala Leu He Phe Pro Phe Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly 
20 ^ 25 30 

40 Cys Thr Ala Thr Ser Asn Met Gly Ser Tyr Lys Ala Tyr Tyr Thr Leu 
35 40 45 



Asn Val Asn Asp 
50 



45 



(2) INFORMATION FOR SEQ ID NO: 630: 

50 <i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 123 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 630: 



55 



Val Pro Glu Leu Pro Asp Arg Val His Gin Leu His Gin Ala Val Gin 
15 10 15 



Gly Cys Ala Leu Gly Arg Pro Gly Phe Pro Gly Gly Pro Thr His Ser 
60 20 25 30 
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Gly His His Lys Ser His Pro Gly Pro Ala Gly Gly Asp Tyr Asn Arg 
35 40 45 

5 Cys Asp Arg Pro Gly Gin Val His Leu His Asn Pro Arg Gly Thr Gly 
50 55 60 

Arg Arg Gly Gin Leu His Pro Thr Ala Gly Pro Gly Val His Arg Arg 
65 70 75 80 

Ala Cys Pro Ser Gin Gin Leu Pro His Arg Leu Gly Pro Gly Val Pro 
85 90 55 

Cys Pro Ser Pro Ser Leu Thr Pro Val Leu Pro Ser Trp Thr Gin Ser 
15 100 105 110 

Trp Cys Gly L.eu Pro Gly Tyr Thr Ser Ser Ser 
115 120 

20 

(2) INFORKATICN FOR SEQ ID NO: 631: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQ^JE^K:E DESCRIPTION: SEQ ID NO: 631: 

30 val His Gin Leu His Gin Ala Val Gin Gly Cys Ala Leu Gly Arg Pro 
15 10 15 

Gly Phe Pro Gly Gly Pro 
20 

35 



<2) INFORMATION FOR SEQ ID NO: 632: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 632 



45 



55 



Pro Thr His Ser Gly His His Lys Ser His Pro Gly Pro Ala Gly Gly 
15 10 15 



Asp Tyr Asn Arg Cys Asp Arg Pro Gly Gin Val His Leu His Asn Pro 
50 20 25 30 



Arg Gly Thr Gly Arg Arg Gly. Gin Leu His 
35 40 



(2) INFORMATION FOR SEQ ID NO: 633 



(i) SEQUENCE CHARACTERISTICS: 
60 (A) LENGTH: 55 amino acids 
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(B) TYPE: amino acid 
(D) T0POI£)Gy: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 633: 

5 Leu His Pro Thr Ala Gly Pro Gly Val His Arg Arg Ala Cys Pro Ser 
15 10 15 

Gin Gin Leu Pro His Arg Leu Gly Pro Gly Val Pro Cys Pro Ser Pro 
20 25 30 

Ser Leu Thr Pro Val Leu Pro Ser Trp Thr Gin Ser Trp Cys Gly Leu 
35 40 45 

Pro Gly Tyr Thr Ser Ser Ser 
15 50 55 



(2) INFORMATION FOR SEQ ID NO: 634: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID ^ro: 634: 

ser Leu Arg Arg Pro Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
15 10 15 

30 Leu ser Ser Val Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arg 
20 25 30 

Glu Pro cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 

35 

Ala Ser cys cys ser cys cys cys Ser cys Pro Arg Arg Arg Ala Pro 
50 5S 60 

Leu Arg Ser Pro Arg Gly Ser Lys Arg Arg lie Arg Gin Arg Glu Val 
40 65 70 75 80 

Val Asp Leu Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala Gly Val Pro 
85 90 95 

45 Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly He Pro Gly Thr Pro Gly 
100 105 110 

He Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu Cys Leu Arg 
115 120 125 

50 

Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin Cys Ser Trp 
130 135 140 

ser Ser L^ Asn Tyr Gly He Asp Leu Gly Lys He Ala Glu Cys Thr 
55 145 150 155 160 

Phe Thr Lys Met Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
165 170 I'^S 

60 Ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
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180 



185 190 



Thr Phe Asn Gly Ala Glu Cys Ser Gly Pro Leu Pro He Glu Ala He 
X95 200 205 

^ He Tyr Lea Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn He 
210 215 220 

His Arg Thr Ser Ser Val Glu Gly Leu Cys Glu Gly He Gly Ala Gly 
10 225 230 235 240 

Leu val Asp Val Ala He Trp Val Gly Thr Cys Ser Asp Tyr Pro Lys 
245 250 255 

15 Gly ASP Ala ser Thr Gly Trp Asn Ser Val Ser Arg He He He Glu 
260 265 270 

Glu Leu Pro Lys 
275 

20 



(2) INFORMATION FOR SEQ ID NO: 635: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQOENCE DESCRIPTION: SEQ ID NO: 635: 

30 

ser Leu Arg Arg Pro Arg ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
1 5 - 10 15 

Leu ser Ser Val Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arg 
35 20 25 30 

Glu pro cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 

40 Ala Ser Cys Cys Ser cys Cys cys Ser Cys Pro Arg Arg 
50 55 60 



45 (2) INFORMATION FOR SEQ ID NO: 636: 

(i) SBCyJENCE CHARACTEEaSTICS: 

(A) LQX?rH: 52 amino acids 

(B) TVTE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 636 



55 



Arg Ala Pro Leu Arg ser Pro Arg Gly Ser Lys Arg Arg He Arg Gin 
15 10 15 

Arg Glu Val Val Asp Leu Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala 
20 25 30 



Gly Val Pro Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly He Pro Gly 
60 35 40 45 
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Thr Pro Gly He 
50 



(2) 3OTORMATI0N FOR SEQ ID NO: 637: 

(i) SEQUENCE CHARACTERISTICS: 
IQ (A) LQ5GTH: 52 amixio acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 637: 

15 Thr Pro Gly He Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu 
15 10 15 



20 



Cys Leu Arg Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin 
20 25 30 

Cys Ser Trp Ser Ser Leu Asn Tyr Gly He Asp Leu Gly Lys He Ala 
35 40 45 



Glu Cys Thr Phe 
25 50 



30 



45 



(2) INFORMATION FOR SEQ ID NO: 638: 



(i) SBQpENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

35 (xi) SEK^JENCE DESCRIPTION: SEQ ID NO; 638: 

Phe Thr Lys Met Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
1 5 * 10 15 

40 Ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
20 25 30 

Thr Phe Asn Gly Ala Glu Cys Ser Gly Pro Leu Pro He Glu Ala He 
35 40 45 

He Tyr Leu Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn He 
50 55 60 



His Arg 
50 65 



<2) INFORMATION FOR SEQ ID NO: 639: 

55 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino a«;id 
(D) TOPOLOGY: linear 

60 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 639 
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Arg Thr Ser Ser Val Glu Gly Leu Cys Glu Gly lie Gly Ala Gly Leu 
15 10 15 

5 Val Asp Val Ala He Trp Val Gly Thr Cys Ser Asp Tyr Pro Lys Gly 
20 25 30 



10 



15 



ASP Ala Ser Thr Gly Trp Asn Ser Val Ser Arg He He He Glu Glu 
35 40 45 

Leu Pro Lys 
50 



(2> INFORMATION FOR SEQ ID NO: 640 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 640: 

Thr Lys Lys Glu Asn Cys Arg Pro Ala Ser Leu Met Asn He Asp Thr 
25 1 5 10 15 



30 



Lys He Leu Asn Lys He Leu Met Asn Gin 
20 25 



(2) INFORMATION FOR SEQ ID NO: 641: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 214 amino acids 

(B) TYPE; amino acid 
(D> TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 641: 

40 Met Cys Asn Leu Pro He Lys Val Val Cys Arg Ala Asn Ala Glu Tyr 
1 5 10 15 

Met Ser Pro Ser Gly Lys Val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 25 30 



45 



Val Ser Glu Leu Gly Pro He Val Gin Phe Val Lys Ala Lys Gly His 
35 40 45 



Ser Leu Ser Asp Gly Leu Glu Glu Val Gin Lys Ala Glu Met Lys Ala 
50 50 55 60 

Tyr Met Glu Leu Val Asn Asn Met Leu Leu Thr Ala Glu Leu Tyr Leu 
65 70 75 80 

55 Gin Trp Cys Asp Glu Ala Thr Val Gly Xaa He Thr His Xaa Arg Tyr 

85 90 95 



Gly Ser Pro Tyr Pro Trp Pro Leu Xaa His He Leu Ala Tyr Gin Lys. 
100 105 110 



60 
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Gin Trp Glu Val Lys Arg Lys Xaa Lys Ala He Gly Trp Gly Lys Lys 
115 120 125 

Thr Leu Asp Gin Val Leu Glu Asp Val Asp Gin Cys Cys Gin Ala Leu 
5 130 135 140 

Ser Gin Arg Leu Gly Thr Gin Pro Tyr Phe Phe Asn Lys Gin Pro Thr 
145 150 155 160 

10 Glu Leu ASP Ala Leu Val Phe Gly His Leu Tyr Thr He Leu Thr Thr 

165 170 175 

Gin Leu Thr Asn Asp Glu Leu Ser Glu Lys Val Lys Asn Tyr Ser Asn 

185 190 



15 



180 

Leu Leu Ala Phe Cys Arg Arg He Glu Gin His Tyr Phe Glu Asp Arg 
195 200 205 



Gly Lys Gly Arg Leu Ser 
20 210 



25 



40 



(2) INFORMATION FOR SEQ ID NO: 642 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 642: 

Met Cys Asn Leu Pro He Lys Val Val Cys Arg Ala Asn Ala Glu Tyr 
1 5 10 15 

35 Met Ser Pro Ser Gly Lys val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 25 30 



Val Ser Glu Leu Gly Pro lie Val Gin Phe Val Lys 
35 40 



(2) INFORMATION FOR SEQ ID NO: 643: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LOiGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID bK): 643: 

50 

Phe Val Lys Ala Lys Gly His Ser Lea Ser Asp Gly Leu Glu Glu Val 
1 5 . 10 15 

Gin Lys Ala Glu Met Lys Ala Tyr Met Glu Leu Val Asn Asn Met Leu 
55 20 25 30 

Leu Thr Ala Glu Leu Tyr Leu Gin Trp Cys Asp Glu 
35 40 

60 
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10 



15 



(2) INFORMATION FOR SEQ ID NO: 644: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 644: 

Leu Gin Trp Cys Asp Glu Ala Thr Val Gly Xaa He Thr His Xaa Arg 
1 5 10 ^5 

Tvr Gly Ser Pro Tyr Pro Trp Pro Leu Xaa His He Leu Ala Tyr Gin 
20 25 30 

Lys Gin Trp Glu Val Lys Arg Lys Xaa Lys Ala He Gly Trp Gly Lys 
35 40 45 



Lys Thr Leu 

20 50 



25 



40 



(2) INFORMATION FOR SEQ ID NO: 645: 



(i) SBCyjENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID tK>: 645: 

ASP Gin val Leu Glu Asp Val Asp Gin Cys Cys Gin Ala Leu Ser Gin 
1 5 10 15 

35 Arg Leu Gly Thr Gin Pro Tyr Phe Phe Asn Lys Gin Pro Thr Glu Leu 
OA 25 30 



Asp Ala Leu Val Phe Gly His Leu Tyr Thr lie 
35 40 



(2) INFORMATION FOR SEQ ID NO: 646: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 41 amino acids 
• (B) TYPE: amino acid 
<D) TOPOLCXJY: linear 
(xi) SEtyJENCE DESCRIPTION: SEQ ID NO: 646: 

Leu Thr Thr Gin Leu Thr Asn Asp Glu Leu Ser Glu Lys Val Lys Asn 
15 10 15 

Tyr ser Asn Leu Leu Ala E^e Cys Arg Arg He Glu Gin His Tyr Phe 
55 20 25 30 

Glu Asp Arg Gly Lys Gly Arg Leu Ser 
35 40 

60 
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10 



15 



25 



35 



(2) INFORMATION FOR SEQ ID NO: 647: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»I: SEQ ID NO: 647: 

Met Xaa Xaa Xaa Asn Ser His He Thr He Fhe Thr Leu Asn Val Asn 
1 5 10 

Gly Leu Asn Ala Pro Asn Glu Arg His Arg Leu Ala Asn Trp He Gin 

25 ^0 



20 



ser Gin Asp Gin Val Cys Cys He Gin Glu Thr His Leu Thr Gly Arg 
35 40 45 

ASP Thr His Arg Leu Lys He Lys Gly Trp Arg Lys He Tyr Gin Ala 
20 50 55 60 



Asn Gly Lys Gin Lys Lys 
65 70 



(2) INFORMATION FOR SEQ ID NO: 648: 



(i) SEQUENCE CHARACTERISTICS: 
3Q (A) LENGTH: 28 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 648: 



Phe Thr Leu Asn Val Asn Gly Leu Asn Ala Pro Asn Glu Arg His Arg 
1 5 10 

Leu Ala Asn Trp He Gin S^r Gin Asp Gin Val Cys 
20 25 



40 



(2) INPORMATICai FOR SEQ ID NO: 649: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 649: 

Thr His Leu Thr Gly Arg Asp Thr His Arg Leu Lys He Lys Gly Trp 
1 5 10 

Arg 

55 



60 



(2) HSFOPMATIOJ FOR SEQ ID NO: 650: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

5 (xi) SEQUENCE DESCRIPTION: SBQ ID NO: 650: 

Gly Trp Arg Lys He Tyr Gin Ala Asn Gly Lys Gin Lys Lys 
15 10 

10 

(2) INFORMATION FOR SEQ ID NO: 651: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 

CD) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 651: 

20 He Tyr His Leu His Ser Trp He Phe Phe His Phe Lys Arg Ala Phe 
1 5 -10 15 

Cys Met Cys Phe He Thr Met Lys Val He His Ala His Cys Ser Lys 
20 25 30 

25 

Leu Arg Lys Cys Xaa Asn Ala Gin He Ser Val Phe Cys Thr Thr Leu 
35 40 45 

Thr Ala Ser Tyr Pro Thr 

30 50 



(2) INFORMATION FOR SEQ XD NO: 652: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SBQtJENCE DESCRIPTION: SBQ ID NO: 652: 

He Tyr His Leu His Ser Trp He Phe Phe His Phe Lys Arg Ala Phe 
15 10 15 

45 Cys Met Cys Phe He Thr Met 
20 



50 (2) INFORMATION FOR SBQ ID ^K): 653: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE: amino aicid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 653: 

Lys Val He His Ala His Cys Ser Lys Leu Arg Lys Cys Xaa Asn Ala 
15 10 15 

60 
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Gin lie Ser Val Phe Cys Thr Thr Leu Thr Ala Ser Tyr Pro Thr 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 654: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 654: 



Trp Asn Leu Leu Trp Tyr Phe Gin 
1 5 

Pro Gly Leu Val Leu Ala Ser Cys 
20 

Pro Ser Pro Trp Leu Thr Pro Asp 
35 40 

Leu Trp Asp Val Leu Thr Pro Asp 
50 55 



Arg Leu Arg Leu Pro Ser lie Leu 
10 15 

Asp Gly Pro Ser Xaa Ser Gin Ala 
25 30 

Pro Ala Ser Val Gin Val Arg Leu 
45 

Pro Asn 



(2) MFORMATICN FOR SEQ ID NO: 655: 

(i) SEQUENCE CHARACTERISnCS : 

(A) LENGTH: 54 amino cu:ids 

(B) TfPBz amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 655: 

Gin Arg Gly lie Tyr Arg Glu lie Leu Phe Leu Thr Met Ala Ala Leu 
15 10 15 

Gly Lys Asp His Val Asp lie Val Ala Phe Asp Lys Lys Tyr Lys Ser 
20 25 30 

Ala Phe Asn Lys Leu Ala Ser Ser Met Gly Lys Glu Glu Leu Arg His 
35 40 45 

Arg Arg Ala Gin Met Pro 
50 



(2) INFORMATICftI FOR SEQ ID NO: 656: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 656: 



Trp Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser lie Leu 
1 5 10 15 
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Pro Gly Leu Val Leu Ala Ser 
20 



(2) INFORMATION FOR SEQ ID NO: 657: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 191 amino acids 
10 (B) TYPE: amino acid 

(D) TOPOIOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 657: 

Glu Asp Asp Gly Phe Asn Arg Ser lie His Glu Val lie Leu Lys Asn 
15 1 5 10 15 

lie Thr Trp Tyr Ser Glu Arg Val Leu Thr Glu He Ser Leu Gly Ser 
20 25 30 

20 Leu Leu He Leu Val Val He Arg Thr He Gin Tyr Asn Met Thr Arg 
35 40 45 



25 



Thr Arg Asp Lys Tyr Leu His Thr Asn Cys Leu Ala Ala Leu Ala Asn 
50 55 60 

Met Ser Ala Gin Phe Arg Ser Leu His Gin Tyr Ala Ala Gin Arg He 
65 70 75 80 



He Ser Leu Phe Ser Leu Leu Ser Lys Lys His Asn Lys Val Leu Glu 
30 85 90 95 

Gin Ala Thr Gin Ser Leu Arg Gly Ser Leu Ser Ser Asn Asp Val Pro 
100 105 110 

35 Leu Pro Asp Tyr Ala Gin Asp Leu Asn Val He Glu Glu Val He Arg 
115 120 125 

Met Met Leu Glu He He Asn Ser Cys Leu Thr Asn Ser Leu His His 
130 135 140 

40 

Asn Pro Asn Leu Val Tyr Ala Leu Leu Tyr Lys Arg Asp Leu Phe Glu 
145 150 155 160 

Gin Phe Arg Thr His Pro Ser Phe Gin Asp He Met Gin Asn He Asp 
45 165 170 175 

Leu Val He Ser Phe Phe Ser Ser Arg Leu Leu Gin Ala Gly Ser 
180 185 190 

50 

(2) INFOPMATICN FOR SEQ ID NO: $58: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 658: 



60 Glu Asp Asp Gly Phe Asn Arg Ser He His Glu Veil He Leu Lys Asn 
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15 10 15 

lie Thr Trp Tyr Ser Glu Arg Val Leu Thr Glu lie Ser Leu Gly Ser 
20 25 30 

Leu Leu lie Leu Val Val 
35 



(2) INFORMATION FOR SEQ ID NO: 659: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 53 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 659: 

Arg Thr lie Gin Tyr Asn Met Thr Arg Thr Arg Asp Lys Tyr Leu His 
1 5 10 15 

Thr Asn Cys Leu Ala Ala Leu Ala Asn Met Ser Ala Gin Phe Arg Ser 
20 25 30 

I*eu His Gin Tyr Ala Ala Gin Arg lie He Ser Leu Phe Ser Leu Leu 
35 40 45 

Ser Lys Lys His Asn 
50 



(2) INFORMATION FOR SEQ ID NO: 660: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino cicid 
(D) TOPOLOGY: linear . 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 660: 

Ser Cys Leu Thr Asn Ser Leu His His Asn Pro Asn Leu Val Tyr Ala 
15 10 15 

Leu Leu Tyr Lys Arg Asp Leu Phe Glu Gin Phe Arg Thr His Pro Ser 
20 25 30 

Phe Gin Asp He Met Gin Asn He Asp Leu Val He Ser Phe Phe Ser 
35 40 45 

Ser Arg Leu Leu Gin Ala Gly Ser 
50 55 



(2) INFORMATION FOR SEQ ID NO: 661: 

(i) SBQUQICE CHARACTERISTICS: 

(A) LSiGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) SEQUEtra: DESCRIPTION: SEQ ID NO: 661: 

Lys Lys His Asn Lys Val Leu Glu Gin Ala Thr Gin Ser Leu Arg Gly 
15 10 15 

Ser Leu Ser Ser Asn Asp Val Pro Leu Pro Asp Tyr Ala Gin Asp 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 662: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 662: 

Met Ala Asp lie Gin Thr Glu Arg Ala Tyr Gin Lys Gin Pro Thr lie 
15 10 15 

Phe Gin Asn Lys Lys Arg Val Leu Leu Gly Glu Thr Gly Lys Glu Lys 
20 25 30 

Leu Pro Arg Val Thr Asn Lys Asn lie Gly Leu Gly Phe Lys Asp Thr 
35 40 45 

Pro Arg Arg L,eu Leu Arg Gly Thr Tyr lie Asp Lys Lys Cys Pro Phe 
50 55 60 

Thr Gly Asn Val Ser lie Arg Gly Arg lie Leu Ser Gly Val Val Thr 
65 70 75 80 

Gin Asp Glu Asp Ala Glu Asp His Cys His Pro Pro Arg Leu Ser Ala 
85 90 95 

Leu His Pro Gin Val Gin Pro Leu Arg Glu Ala Pro Gin Glu His Val 
100 ' 105 110 

Cys Thr Pro Val Pro Leu Leu Gin Gly Arg Pro Asp Arg 
115 120 125 



(2) INFORMATION FOR SEQ ID NO: 663: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 663: 

Met Lys Met Gin Arg Thr lie Val lie Arg Arg Asp Tyr Leu His Tyr 
15 10 15 

lie Arg Lys Tyr Asn Arg Phe Glu Lys Arg His Lys Asn Met Ser Val 
20 25 30 

His Leu Ser Pro Cys Phe Arg Asp Val Gin He Gly Asp He Val Thr 
35 40 45 
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Val Gly :=lu Cys Arg ?r= L&ji S=r ZjjS rhr V«l Arg --e A-sr. V=l 1^- 
50 55 50 

L\-3 "2l1 rr^ Lys AJ.a Ala Gly rr- l%-3 1-..-S 31:: ?he 31=. ria 
c5 - 7: 75 



(I) r23*C5^:ff:riCaJ for SE^ id 564: 

(i) S3QC5:K3 CHAPAjCT^ZSrirS: 

(A) I3:jG7:-:: 30 2r±r_3 arids 

(3) TY?H: ^r-io acid 
. iZ) TCPGICG"/: llr.ear 
(zl) SECI.T:;CE I3SC?-I?T11?I: sec NC: 564: 

Me- Ala Aso lie Gin Thr Glu Arr AHa Zyr Gin lys Glr: ?rs r— 11- 
1*5 10 1^ 

Phe Gin Asn lys lys Arg Val Le- leu Gly Glu Ihr Gly :jy3 
20 25 3: 



(2) r:s^?iR:::iaN ?c?. sbq n: uo: 665: 
'1^ S3QUH:; 



(A) i:E:5Gr:-:: 58 2=1=0 arias 




lys 1-^- Pro Ajrg Val Ihr A^. Lys A-sn lie ^ly leu :^ly Ij- A-sp 



Tl:r Pro Arg Ajrg leu Le- A^ Gly Tyr lie As? Zjyz l^-^ ?rc 
20 15 3: 

?"r.e T^ir Gly Asn Val Ser He Arg Gly Arg He leu 3er Gly Val Val 
35 4: 45 



Gin Asp Glu As? Ala Glu As? His Cys 
50 55 



(2> Z!2FCrManCN FOR SEQ ID NO: 565: 

(i) £3QCH>rZ Co^JLiCiraiS^rrCS: 

(A) laxnH: 38 anino a-i=s 

(B) TYPE: anino acid 
(1) rOPdOG-/: linear 

(xi) SBQCENCS nESCRIPTI^:: SS; ID NC: 565: 

Kis Cys His Pro Pro Arg leu Ser AJ.a leu His Pre Gl:^ Val 11=. Pro 
1 ' 5 ' 10 15 



Leu Arrg Glu Ala Pre Gin Glu His -val O/s rhr Pro Val Pro Isu leu 
20 25 31 
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Gin Gly Arg Pro Asp Arg 
35 



(2) INFORMftTION FOR SEQ ID NO: 667: 

(i) SBQUEKCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID TO: 667: 

Met Lys Met Gin Arg Thr lie Val lie Arg Arg Asp Tyr Leu His Tyr 
1 5 . 10 15 

lie Arg Lys Tyr Asn Arg Phe Glu Lys Arg His Lys Asn Met Ser Val 
20 25 30 

His Leu Ser Pro 
35 



(2) INFORMATION FOR SEQ ID NO: 668: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 cunino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 668: 

Cys Phe Arg Asp Val Gin lie Gly Asp lie Val Thr Val Gly Glu Cys 
15 10 15 

Arg Pro Leu Ser Lys Thr Val Arg Phe Asn Val Leu Lys Val Thr Lys 
20 " 25 30 

Ala Ala Gly Thr Lys Lys Gin Phe Gin Lys Phe 
35 40 



(2) INFORMATION FOR SEQ ID NO: 669: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQKTTH: 33 amino acids 

(B) TYPE: amino £u:id 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 669: 

Pro Arg Arg Leu Leu Arg Gly Thr Tyr lie Asp Lys Lys Cys Pro E^e 
1 5 10 . 15 

Thr Gly Asn Val Ser lie Arg Gly Arg lie Leu Ser Gly Val Val Thr 
20 25 30 

Gin 
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(2) INFORMATION FOR SEQ ID NO: 670: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 670: 

lie Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 

Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 

Leu lie Cys Lys Gly Thr lie Glu Glu Arg lie Leu Gin Arg Ala Lys 
35 40 45 

Glu' Lys Ser Glu lie Gin Arg Met Val He Ser Gly 
50 55 60 



(2) INFORMATICN FOR SEQ ID NO: 671: 

(i) SEQOENCE CHARACTERISTICS: 

(A) LEHGTH: 67 amino acids 

(B) TYPE: amino atcid 
(D) TOPOLOGY: linear 

(xi) SEQOENCE DESCRIPTION: SEQ ID NO: 671: 

Thr Arg Met He Asp Leu Leu Glu Glu Tyr Met Val Tyr Arg Lys His 
15 10 15 

Thr Tyr Xaa Arg Leu Asp Gly Ser Ser Lys He Ser Glu Arg Arg Asp 
20 * 25 30 

Met Val Ala Asp Phe Gin Asn Arg Asn Asp He Phe Val Hie Leu Leu 
35 40 45 

Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Thr Ala Xaa Asp Thr 
50 55 60 

Val His Phe 
65 



(2) INFORMATION FOR SEQ ID NO: 672: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 672: 

He Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 



wo 98/54963 



PCTAJS98/11422 



687 



Asp Arg Ala His Arg Leu Gly Gin "Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 



10 (2) INFORMATION FOR SBQ ID NO: 673: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TypE: amino acid 
15 (D) TOPOLOGV: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 673 



20 



Val Tyr Arg Leu lie Cys Lys Gly Thr lie Glu Glu Arg lie Leu Gin 
15 10 15 

Arg Ala Lys Glu Lys Ser Glu lie Gin Arg Met Val lie Ser Gly 
20 25 30 



25 

(2) INFORMATION FOR SEQ ID NO: 674: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 axoino acids 
30 (B) TYPE: axoino acid 

{D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICN: SBQ ID NO: 674: 

Thr Arg Met lie Asp Leu Leu Glu Glu Tyr Met Val Tyr Arg Lys His 
35 1 .5 10 15 

Thr Tyr Xaa Arg Leu Asp Gly Ser Ser Lys lie Ser Glu Arg Arg Asp 
20 25 30 

40 Met 



45 (2) INFORMATION FOR SEQ ID NO: 675: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 
50 {D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 675: 

Arg Arg Asp Met Val Ala Asp Phe Gin Asn Arg Asn Asp lie Phe Val 
15 10 15 

55 

Phe Leu Leu Ser Thr Arg Ala Gly Gly Leu Gly lie Asn Leu Thr Ala 
20 25 30 

Xaa Asp Thr Val His Phe 
60 35 
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(2) INPORMATION FOR SEQ ID NO: 676: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 676: 

lie Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 

15 Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 



Leu lie Cys Lys Gly 
35 



20 



(2) INFORMATION FOR SEQ ID NO: 677: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 677: 



30 



40 



He Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 



Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Veil Thr Val Tyr Arg 
35 20 25 30 



Leu He Cys Lys Gly 
35 



(2) INFORMATION FOR SEQ ID NO: 678: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LQKTH: 29 amino acids 

(B) TYPE: amino acid 

<D) TOPOLOGY: linear 
<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 678: 

50 Arg Leu He Cys Lys Gly Thr He Glu Glu Arg He Leu Gin Arg Ala 
15 10 15 

Lys Glu Lys Ser Glu He Gin Arg Met Val He Ser Gly 
20 25 

55 



60 



(2) INFORMATION FOR SEQ ID NO: 679: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENCTTH: 364 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 679: 

5 

Met Ser Leu His Gly Lys Arg Lys Glu He Tyr Lys Tyr Glu Ala Pro 
15 10 15 

Trp Thr Val Tyr Ala Met Asn Trp Ser Val Arg Pro Asp Lys Arg Phe 
10 20 25 . 30 

Arg Leu Ala Leu Gly Ser Phe Val Glu Glu Tyr Asn Asn Lys Val Gin 
35 40 45 

15 Leu Val Gly Leu Asp Glu Glu Ser Ser Glu Phe He Cys Arg Asn Thr 
50 55 60 



20 



35 



50 



Phe Asp His Pro Tyr Pro Thr Thr Lys Leu Met Trp He Pro Asp Thr 
65 70 75 80 

Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu Arg 
85 90 95 



Val Trp Arg Val Gly Glu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
25 100 105 110 

Asn Asn Lys Asn Ser Asp Phe Cys Ala Pro Leu Thr Ser Phe Asp Trp 
115 120 125 

30 Asn Glu Val Asp Pro Tyr Leu Leu Gly Thr Ser Ser He Asp Thr Thr 
130 135 140 



Cys Thr He Trp Gly Leu Glu Thr Gly Gin Val Leu Gly Arg Val Asn 
145 150 155 160 

Leu Val Ser Gly His Val Lys Thr Gin Leu He Ala His Asp Lys Glu 
165 170 175 



Val Tyr Asp He Ala Phe Ser Arg Ala Gly Gly Gly Arg Asp Met Phe 
40 180 185 190 

Ala Ser Val Gly Ala Asp Gly Ser Val Arg Met Phe Asp Leu Arg His 
195 200 205 

45 Leu Glu His Ser Thr He He Tyr Glu Asp Pro Gin His His Pro Leu 
210 215 220 



Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr Leu Ala Thr Met 
225 230 235 240 

Ala Met Asp Gly Met Glu Val Val He Leu Asp Val Arg Val Pro Ala 
245 250 255 



His Leu Xaa Pro Gly Thr Thr He Glu His Val Ser Met Ala Leu Leu 
55 260 265 270 

Gly Pro His He His Pro Ala Thr Ser Ala Leu Gin Arg Met Thr Thr 
275 280 285 



60 



Arg Leu Ser Ser Gly Thr Ser Ser Lys Cys Pro Glu Pro Leu Arg Thr 
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290 295 300 

Leu Ser Trp Pro Thr Gin Leu Xaa Gly Glu He Asn Asn Val Gin Trp 
305 310 315 320 

Ala Ser Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp 
325 330 335 

Arg Tyr Ser Glu Cys Ser Val Gly Gly Ala Val Pro Thr Arg Gin Gly 
340 345 350 

Leu Leu Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
355 360 



(2) INPOBMATION FOR SEQ ID NO: 680: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 136 amino acids 

(B) TlfPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 680: 

Met Ser Leu His Gly Lys Arg Lys Glu He Tyr Lys Tyr Glu Ala Pro 
15 10 15 

Trp Thr Val Tyr Ala Met Asn Trp Ser Val Arg Pro Asp Lys Arg Phe 
20 25 30 

Arg Leu Ala Leu Gly Ser Phe Val Glu Glu Tyr Asn Asn Lys Val Gin 
35 40 45 

Leu Val Gly Leu Asp Glu Glu Ser Ser Glu Phe He Cys Arg Asn Thr 
50 55 60 

Phe Asp His Pro Tyr Pro Thr Thr Lys Leu Met Trp He Pro Asp Thr 
65 70 75 . 80 

Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu ]\rg 
85 90 95 

VaX Trp Arg Val Gly Glu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
100 105 110 

Asn Asn Lys Asn Ser Asp Phe Cys Ala Pro Leu Thr Ser Phe Asp Trp 
115 120 125 

Asn Glu Val Asp Pro Tyr Leu Leu 
130 135 



(2) INFORMATION FOR SEQ ID NO: 681: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 681: 
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Ser Phe Asp Trp Asn Glu Val Asp Pro Tyr Leu Leu Gly Thr Ser Ser 
15 10 15 

lie Asp Thr Thr Cys Thr lie Trp Gly Leu Glu Thr Gly Gin Val Leu 
20 25 30 

Gly Arg Val Asn Leu Val Ser Gly His Val Lys Thr Gin Leu lie Ala 
35 40 45 

His Asp Lys Glu Val Tyr Asp lie Ala Phe Ser Arg Ala Gly Gly Gly 
50 55 60 

Arg Asp Met Phe Ala Ser Val Gly Ala Asp Gly Ser Val Arg Met Phe 
65 70 75 80 

Asp Leu Arg His Leu Glu His Ser Thr lie lie Tyr Glu Asp Pro Gin 
85 90 95 

His His Pro Leu Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr 
100 105 110 

Leu Ala Thr Met Ala Met Asp Gly Met Glu Val Val lie Leu Asp Val 
115 120 125 

Arg Val Pro Ala His Leu Xaa Pro Gly Thr Thr lie 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 682: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 170 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 682: 

Val Gly Ala Asp Gly Ser Val Arg Met Phe Asp Leu Arg His I*eu Glu 
15 10 15 

His Ser Thr He He Tyr Glu Asp Pro Gin His His Pro Leu Leu Arg 
20 25 30 

Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr Leu Ala Thr Met Ala Met 
35 40 45 

Asp Gly Met Glu Val Val He Leu Asp Val Arg Val Pro Ala His Leu 
50 55 60 

Xaa Pro Gly Thr Thr He Glu His Val Ser Met Ala Leu Leu Gly Pro 
65 70 75 80 

His He His Pro Ala Thr Ser Ala Leu Gin Arg Met Thr Thr Arg Leu 
85 90 95 

Ser Ser Gly Thr Ser Ser Lys Cys Pro Glu Pro Leu Arg Thr Leu Ser 
100 105 110 

Trp Pro Thr Gin Leu Xaa Gly Glu He Asn Asn Val Gin Trp Ala Ser 
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115 120 125 

Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp Arg Tyr 
130 135 140 

5 

Ser Glu Cys Ser VaO. Gly Gly Ala Val Pro Thr T^g Gin Gly Leu Leu 
145 150 155 160 

Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
10 165 170 



15 



(2) INFORMATION FOR SEQ ID NO: 683 



(i) SEQUENCE CHARACTERISTICS: 

(A) LE^K?^H: 286 amino acids 

(B) TYPE: amino acid 
CD) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 683: 

Leu Tyr Ala Thr Ala Thr Val lie Ser Ser Pro Ser Thr Glu Xaa Leu 
15 10 15 

25 Ser Gin Asp Gin Gly Asp Arg Ala Ser Leu Asp Ala Ala Asp Ser Gly 
20 25 30 

Arg Gly Ser Trp Thr Ser Cys Ser Ser Gly Ser His Asp Asn lie Gin 
35 40 45 



30 



Thr lie Gin His Gin Arg Ser Trp Glu Thr Leu Pro Phe Gly His Thr 
50 55 60 



His Phe Asp Tyr Ser Gly Asp Pro Ala Gly Leu Trp Ala Ser Ser Ser 
35 65 70 75 80 

His Met Asp Gin lie Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
85 ^ 90 . 95 

40 Gin Asn Gin Ser Arg Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
100 105 110 



45 



Trp Ala Ser Ser Thr Gly Tyr Trp Gly Glu Asp Ser Glu Gly Asp Thr 
115 120 125 

Gly Thr lie Lys Arg Arg Gly Gly Lys Asp Val Ser lie Glu Ala Glu 
130 135 140 



Ser Ser Ser Leu Thr Ser Val Thr Tht Glu Glu Thr Lys Pro Val Pro 
50 145 150 155 160 

Met Pro Ala His lie Ala Val Ala Ser Ser Thr Thr Lys Gly Leu lie 
165 170 175 

55 Ala Arg Lys Glu Gly Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly 
180 185 190 



60 



Tyr lie Gly lie Pro lie Thr Asp Phe Pro Glu Gly His Ser His Pro 
195 200 205 
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Ala Arg Lys Pro Pro Asp Tyr Asn Val Ala Leu Gin Arg Ser Arg Met 
210 215 220 

Val Ala Arg Ser Ser Asp Thr Ala Gly Pro Ser Ser Val Gin Gin Pro 
5 225 230 235 240 

His Gly His Pro Thr Ser Ser Arg Pro Val Asn Lys Pro Gin Trp His 
245 250 255 

10 Lys Xaa Asn Glu Ser Asp Pro Arg Leu Ala Pro Tyr Gin Ser Gin Gly 
260 265 270 

Phe Ser Thr Glu Glu Asp Glu Asp Glu Gin Val Ser -Ala Val 
275 280 285 

15 



(2) INFORHATION FOR SEQ ID NO: 684: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLCX3Y: linear 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 684 



25 



35 



50 



His Met Asp Gin He Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
15 10 15 



Gin Asn Gin Ser Arg Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
30 20 25 30 



Trp Ala Ser Ser Thr Gly Tyr Trp Gly Glu 
35 40 



<2) INFORMATIC3N FOR SEQ IQ NO: 685 



(i) SBQOENCE CHARACTERISTICS: 
40 (A) LQKJTH: 51 amino acids 

(B) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 685: 

45 Ser Val Thr Thr Glu Glu Thr Lys Pro Val Pro Met Pro Ala His He 
1 5 10 15 • 

Ala Val Ala Ser Ser Thr Thr Lys Gly Leu He Ala Arg Lys Glu Gly 
20 25 30 



Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly Tyr He Gly He Pro 
35 40 45 



He Thr Asp 

55 50 



60 



(2) INFORMATION FOR SEQ ID NO: 686: 
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(.V: 57 aniino acids 

(5"i TYPE: aziinc acid 
(Z) ZO^lCG-f : linear 

(xi) ssQuz::cs r£sc?j:?cic:*: seq xd m-. 686: 

Val Ala Le;i Gin Arg Ser Arg Ke- Val Ala Arg Ser Ser Asp Thr Ala 
15 10 15 

Gly Pro Ser Ser Val Gin Gin Pro His Gly His Pro Thr Ser Ser Arg 
20 25 30 

Pro Val Asn Lys Pro Gin Trp His Lys Xaa Asn Glu Ser Asp Pro Arg 
35 ' ' 4j 45 

-L&j. Ala Pro Tyr Gin Ser Gin Gly Phe 
50 55 



(2) niFORMATZCN FOP. SEQ ID NO: 687: 

(i) SB^JHTCE CHA?.-rTH?~3TICS: 

(A) LZNGIH: 41 anino acids 

(3) TYPE: aniinc acid 

(D) TGPCIXGZ: linear 
(xi) SZQUZ:?::E i:£SC?TprZC>J: SEQ id NO: 687: 

Cys Leu Leu Pne Val Phe Val Her Leu Gly Met Arg Cys Leu Phe Trp 
15 10 15 

Thr lie Val Tyr Asn Val I.eu Tyr Leu Lys His Lys Cys Asn Thr Val 
20 25 30 

Leu Leu Cys Tyr His Leu Cys Ser lie 
35 40 



(2) rSFORl-GTI^I rCR SEQ ID NC: 688: 

(i) SE:2UEMCE CEAaACrE?~STICS: 

(A) LENGTH: 67 amino etcids 

(3) TYPE: amino £Lcid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DHSCRIPTTCaJ: SEQ ID NO: 688: 

Ala Cys Ser Lys Leu lie Pro Ala Phe Glu Met Val Met Arg Ala Lys 
15 10 15 

AsD Asn Val Tyr His Le- Asp Cys Phe Ala Cys Gin Leu Cys Asn Gin 
20 25 - 30 

Arg Xaa Oys Val Gly Asp Lys Pae Phe Leu Lys Asn Asn Xaa Xaa Leu 
35 40 45 

Cys Gin Thr Asp Tyr Glu Glu Gly Leu Met Lys Glu Gly Tyr Ala Pro 
50 55 60 



Xaa Val Arg 
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65 



(2) INFORMATION FOR SEQ ID NO: 689: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 689: 

Ser Ala Leu Ser Glu Pro Gly Ala Pro Asp Arg Arg Arg Pro Cys Pro 
15 10 15 

Glu Ser Val Pro Arg Arg Pro Asp Asp Glu Gin Trp Pro Pro Pro Thr 
20 25 30 

Ala Leu Cys Leu Asp Val Ala Pro Leu Pro Pro Ser Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 690: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID WO: 690: 

Pro Val Gly Tyr Leu Asp Lys Gin Val Pro Asp Thr Ser Val Gin Glu 
1 5 10 15 

Thr Asp Arg He Leu Val Glu Lys Arg Cys Trp Asp He Ala Leu Gly 
20 25 30 

Pro Leu Lys Gin He Pro Met Asn Leu Phe He 
35 40 



(2) INFORMATION FOR SEQ ID NO: 691: 

(i) SBQUQJCE CHARACTERISTICS: 

(A) LQ^GTH: 2X4 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 691: 

Ala His Ala Ser Glu Ser Gly Glu Arg Trp Trp Ala Cys Cys Gly Val 
15 10 15 

Arg Phe Gly Leu Arg Ser He Glu Ala He Gly Arg Ser Cys Cys His 
20 25 30 

Asp Gly Pro Gly Gly Leu Val Ala Asn Arg Gly Arg Arg Phe Lys Trp 
35 40 45 



Ala He Glu Leu Ser Gly Pro Gly Gly Gly Ser Arg Gly Arg Ser Asp 
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50 55 60 

Arg Gly Ser Gly Gin Gly Asp Ser Leu Tyr Pro Val Gly Tyr Leu Asp 
65 70 75 80 

Lys Gin Val Pro Asp Thr Ser Val Gin Glu Thr Asp Arg tie Leu Val 
85 90 95 

Glu Lys Arg Cys Trp Asp lie Ala Leu Gly Pro Leu Lys Gin lie Pro 
100 105 110 

Met Asn Leu Phe lie Met Tyc Met Ala Gly Asn Thr lie Ser lie Phe 
115 120 125 

Pro Thr Met Met Val Cys Met Met Ala Trp Arg Pro He Gin Ala Leu 
130 135 140 

Met Ala He Ser Ala Thr Phe Lys Met Leu Glu Ser Ser Ser Gin Lys 
145 150 155 160 

Phe Leu Gin Gly Leu Val Tyr Leu He Gly Asn Leu Met Gly Leu Ala 
165 170 175 

Leu Ala Val Tyr Lys Cys Gin Ser Met Gly Leu Leu Pro Thr His Ala 
180 185 190 

Ser Asp Trp Leu Ala Phe He Glu Pro Pro Glu Arg Met Glu Phe Ser 
195 200 205 

Gly Gly Gly Leu Leu Leu 
210 



(2) INFORMATION FOR SEQ ID NO: 692: 

(1) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 46 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 692: 

Ala Thr Phe Lys Met Leu Glu Ser Ser Ser Gin Lys Phe Leu Gin Gly 
15 10 15 

Leu Val Tyr Leu He Gly Asn Leu Met Gly Leu Ala Leu Ala Val Tyr 
20 25 30 

Lys Cys Gin Ser Met Gly Leu lieu Pro Thr His Ala Ser Asp 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 693: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 693: 
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Pro Val Gly Tyr Leu Asp Lys Gin Val Pro Asp Thr Ser Val Gin Glu 
15 10 15 

Thr Asp Arg lie Leu Val Glu Lys Arg Cys Trp Asp lie Ala Leu Gly 
20 25 30 

Pro Leu Lys Gin He Pro Met Asn Leu Phe He 
35 40 



(2) INFORMATION FOR SEQ ID NO: 694: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEMTTH: 48 amino acids 

(B) TYPE: amino acid 
(D> TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 694: 

Pro Thr Thr Lys Leu Asp He Met Glu Lys Lys Lys His He Gin He 
IS 10 15 

Arg Phe Pro Ser Phe Tyr His Lys Leu Val Asp Ser Gly Arg Met Arg 
20 25 30 

Ser Lys Arg Glu Thr Arg Arg Glu Asp Ser Asp Thr Lys His Asn Leu 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 695: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 167 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 695: 

Thr Glu His He He Ala Val Met He Thr Glu Leu Arg Gly Lys Asp 
15 10 15 

He Leu Ser Tyr Leu Glu Lys Asn He Ser Val Gin Met Thr He Ala 
20 25 30 

Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser Arg Gly Ser Leu Val 
35 40 45 

Phe Val Ser He Ser Phe He Val Leu Met He He Ser Ser Ala Trp 
50 55 60 

Leu He Phe Tyr Phe He Gin Lys He Arg Tyr Thr Asn Ala Arg Asp 
65 70 75 80 



Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala He Ser Lys 
85 90 95 
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Leu Thr Thr Arg Thr Val Lys Lys Gly Asp Lys Glu Thr Asp Pro Asp 
100 105 110 

Phe Asp His Cys Ala Val Cys He Glu Ser Tyr Lys Gin Asn Asp Val 
115 120 125 

Val Arg He Leu Pro Cys Lys His Val Phe His Lys Ser Cys Val Asp 
130 135 140 

Pro Trp Leu Ser Glu His Cys Thr Cys Pro Met Cys Lys Leu Asn He 
145 150 155 160 

Leu Lys Ala Leu Gly He Val 
165 



(2) INFORMATIC3N FDR SEQ ID NO: 696: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 696: 

Met Thr His Pro Gly Thr Glu His He He Ala Val Met He Thr Glu 
15 10 15 

Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Glu Lys Asn He Ser Val 
20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 

Arg Gly Ser Leu Val Phe Val Ser He Ser Phe He Val Leu Met He 
50 55 60 

He Ser Ser Ala Trp Leu lie Phe Tyr Phe He Gin Lys He Arg Tyr 
65 70 75 80 

Thr Asn Ala Arg Asp Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys 
85 90 95 

Lys Ala He Ser Lys I^eu Thr Thr Arg Thr Val Lys Lys Gly Asp Lys 
100 105 110 

Glu Thr Asp Pro Asp Phe Asp His Cys Ala Val Cys He Glu Ser Tyr 
115 120 125 

Lys Gin Asn Asp Val Val Arg He Leu Pro Cys Lys His Val Phe His 
130 135 140 

Lys Ser Cys Val Asp Pro Trp Leu Ser Glu His Cys Thr Cys Pro Met 
145 150 155 160 

Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro Asn Leu Pro 
165 170 175 

Cys Thr Asp Asn Val Ala Phe Asp Met Glu Arg Leu Thr Arg Thr Gin 
180 185 190 
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Ala Val Asn Arg Arg Ser Ala Leu Gly Asp Leu Ala Gly Asp Asn Ser 
195 200 205 

Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly lie Ser Pro Leu Pro Gin 
210 215 220 

Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu He Asn He Ala Val Thr 
225 230 235 240 

Lys Glu Trp Phe He He Ala Ser Phe Gly Leu Leu Ser Ala Leu Thr 
245 250 255 

Leu Cys Tyr Met He He Arg Ala Thr Ala Ser Leu Asn Ala Asn Glu 
26a 265 270 

Val Glu Trp Phe 
275 



(2) INFORMATIGN FOR SEQ ID NO: 697: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LHK3TH: 69 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQOENCE DESCRIPTICN: SEQ ID NO: 697: 

Thr Glu His He He Ala Val Met He Thr Glu Leu Arg Gly Lys Asp 
15 10 15 

He Leu Ser Tyr Leu Glu Lys Asn He Ser Val Gin Met Thr He Ala 
20 25 30 

Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser Arg Gly Ser Leu Val 
35 40 45 . 

Phe Val Ser He Ser Phe He Val Leu Met He He Ser Ser Ala Trp 
50 55 60 

Leu He Vike Tyr Phe 
65 



(2) INFORMATION FOR SEQ ID NO: 698: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 698: 

Ser He Ser Phe He Val Leu Met He He Ser Ser Ala Trp Leu He 
15 10 15 

Phe Tyr Phe He Gin Lys He Arg Tyr Thr Asn Ala Arg Asp Arg Asn 
20 25 30 
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Gin Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala He Ser Lys Leu Thr 
35 40 45 

Thr Arg Thr Val Lys Lys Gly Asp Lys Glu 
5 50 55 



10 



25 



(2) INFORMATION FOR SEQ ID NO: 699: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 699: 

Val Lys Lys Gly Asp Lys Glu Thr Asp Pro Asp Phe Asp His Cys Ala 
15 10 15 

20 Val Cys He Glu Ser Tyr Lys Gin Asn Asp Val Val Arg He Leu Pro 
• 20 25 30 

Cys Lys His Val Phe His Lys Ser Cys Val Asp Pro Trp Leu Ser Glu 
35 40 45 



His Cys Thr Cys Pro Met Cys Lys Leu Asn He Leu Lys Ala Leu Gly 
50 55 60 



He Val 
30 65 



(2) INFORMATION FOR SEQ ID NO: 700: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:^ 106 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 <xi) SEQUENCE DESCRIPTION: SEQ ID NO: 700: 

Met Thr His Pro Gly Thr Glu His He He Ala Val Met He Thr Glu 
15 10 15 

45 Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Glu Lys Asn He Ser Val 
20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 

50 

Arg Gly Ser Leu Val Phe Val Ser He Ser Phe He Val Leu Met He 
50 55 60 

He Ser Ser Ala Trp Leu He Phe Tyr Phe He Gin Lys He Arg Tyr 
55 65 70 75 80 

Thr Asn Ala Arg Asp Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys 
85 90 95 

60 Lys Ala He Ser Lys Leu Thr Thr Arg Thr 
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100 105 



5 (2) INFORMATION FOR SEQ ID NO: 701: 

(i) SEQUENCE CHARACTEEUSTICS : 

(A) LENGIH: 84 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 701 



15 



Ala Ala Lys Lys Ala lie Ser Lys Leu Thr Thr Arg Thr Val Lys Lys 
15 10 15 

Gly Asp Lys Glu Thr Asp Pro Asp Phe Asp His Cys Ala Val Cys lie 
20 25 30 



Glu Ser Tyr Lys Gin Asn Asp Val Val Arg lie Leu Pro Cys Lys His 
20 35 40 45 

Val Phe His Lys Ser Cys Val Asp Pro Trp Leu Ser Glu His Cys Thr 
50 55 60 

25 Cys Pro Met Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro 
65 70 75 80 



Asn Leu Pro Cys 



30 



(2) INFORMATION FOR SEQ ID NO: 702: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 86 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 702: 

40 

Thr Gin Ala Val Asn Arg Arg Ser Ala Leu Gly Asp Leu Ala Gly Asp 
1 5 10 15 

Asn Ser Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly He Ser Pro Leu 
45 20 25 30 

Pro Gin Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu He Asn He Ala 
35 40 45 

50 Val Thr Lys Glu Trp Phe He He Ala Ser Vh& Gly Leu Leu Ser Ala 
50 55 60 

Leu Thr Leu Cys Tyr Met He He Arg Ala Thr Ala Ser Leu Asn Ala 
65 70 75 80 

55 

Asn Glu Val Glu Trp Phe 
85 



60 
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2) i:3cpv?.:ric:i fch szq id 703: 

;A) L^T^TH: 341 ariir.c aci=s 
{B> TYPE: s=iir.2 acid 
f3j TCPCLCGy: linear 
ixi. SEQurZKZE ZE£C?-Pri^2:: SEQ ir: ::C: 705: 

?ro His Giy Val Ala Asp ?ti3 Leu 3Xy C^.-s Asp Pro Gin Thr Arg 
15 iC 15 

?he Jhe Val Pro Pro Asn lie Ivs Gin Trp lie Ala Leu Leu Gin Arg 
2Z 25 30 

1-ly Asn Cys Thr Phe Lys Glu Lys He 3er Arg Ala Ala Phe His Asn 
35 40 45 

Ala Val Ala Val Val He Tyr Asn Asn Lys Sar Lys Glu Glu Pro Val 
SZ 55 50 

Tnr Kec Thr His Pro Gly Thr 3lu His He He Ala Val r^ec" He Thr 
55 70 75 80 

Glu. l^u Arg Gly Lys As? He Leu Ser Tyr Le-- Glu Lys Asn He Ser 
55 5: 95 

Val Gin Me:i Thr Lie Ala Val 31y Thr Arg Xer Pro Pro Lys Asn Phe 
100 105 110 

Ser Arg Gly Ser L^ Val Phe Val Ser He Ser Phe He Val Leu Mfet 
11= 120 125 

He He Ser Ser Ala Trp Leu He Phe Tyr Phe He Gin Lys He Arg 
13: 135 140 

Zyr Thr Asn Ala Arg As? Arg Asn Gin Arg Arg Le^a Gly Asp Ala Ala 
145 150 1=5 160 

lys Lys Ala He Ser Lys Leu ~hr Thr Arg Tnr Val Lys Lys Gly Asp 
155 17: 175 

Lys Glu Thr As? Pro As? Phe Asp His Cys Ala Val Cys He Glu Ser 
180 185 190 

Tyr Lys Gin Asn As? Val Val Arg He Leu Pro Cys Lys His Val Phe 
155 ZOO 205 

His Lys Ser Cys Val Asp Pro Tr? Leu Ser Glu I-Zis Cys Thr Cys Pro 
210 215 220 

Me:: Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro Asn Leu 
225 230 225 240 

Pro Cys Thr As? Asn Val Ala Phe Asp Me* Glu A^g Leu Thr Arg Thr 
245 230 255 

Gin Ala Val Asn Arg Arg Ser Ala Leu Gly As? Leu Ala Gly Asp Asn 
260 265 270 

Ser Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly He Ser Pro Leu Pro 
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275 280 285 

Gin Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu lie Asn lie Ala Val 
290 295 300 

Thr Lys Glu Trp Phe lie lie Ala Ser Phe Gly Leu Leu Ser Ala Leu 
305 310 315 320 

Thr Leu Cys Tyr Met He He Arg Ala Thr Ala Ser Leu Asn Ala Asn 
325 330 335 

Glu Val Glu Trp Phe 
340 



(2) INFORMATION FOR SEQ ID NO: 704: 

(i) SEt^JENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY": linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 704: 



His Gly Val Ala Asp His Leu Gly 
1 5 

Val Pro Pro Asn He Lys Gin Trp 
20 

Cys Thr Phe Lys Glu Lys He Ser 
35 40 

Ala Val Val He Tyr Asn Asn Lys 
50 55 



Cys Asp Pro Gin Thr Arg Phe Phe 
10 15 

He Ala Leu Leu Gin Arg Gly Asn 
25 30 

Arg Ala Ala Phe His Asn Ala Val 
45 

Ser Lys Glu Glu 
60 



(2) INFORMATION FOR SEQ ID NO: 705: 

(i) SBQOEbJCE CHARACTERISTICS: 

(A) uaJGTH: 314 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 705: 

Met Ser Gly Gin Gly Leu Ala Gly Phe Phe Ala Ser Val Ala Met He 
15 10 15 

Cys Ala He Ala Ser Gly Ser Glu Leu Ser Glu Ser Ala Phe Gly Tyr 
20 25 30 

Phe He Thr Ala Cys Ala Val He He Leu Thr He He Cys Tyr Leu 
35 40 45 

Gly Leu Pro Arg Leu Glu Phe Tyr Arg Tyr Tyr Gin Gin Leu Lys Leu 
50 55 60 

Glu Gly Pro Gly Glu Gin Glu Thr Lys Leu Asp Leu He Ser Lys Gly 
65 70 75 80 
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Glu Glu Pro Arg Ala Gly Lys Glu Glu Ser Gly Val Ser Val Ser Asn 
85 90 95 

Ser Gin Pro Thr Asn Glu Ser His Ser lie Lys Ala lie Leu Lys Asn 
100 105 110 

lie Ser Val Leu Ala Phe Ser Val Cys Phe lie Phe Thr lie Thr He 
115 120 125 

Gly Met Phe Pro Ala Val Thr Val Glu Val Lys Ser Ser He Ala Gly 
130 135 140 

Ser Ser Thr Trp Glu Arg Tyr Phe He Pro Val Ser Cys Phe Leu Thr 
145 150 155 160 

Phe Asn lie Phe Asp Trp Leu Gly Arg Ser Leu Thr Ala Val Phe Met 
165 170 175 

Trp Pro Gly Lys Asp Ser Arg Trp Leu Pro Ser Trp Xaa Leu Ala Arg 
180 185 190 

Leu Val Phe Val Pro Leu Leu Leu Leu Cys Asn He Lys Pro Arg Arg 
195 200 205 

Tyr Leu Thr Val Val Phe Glu His Asp Ala Trp Phe He Phe Phe Met 
210 215 220 

Ala Ala Phe Ala Phe Ser Asn Gly Tyr Leu Ala Ser Leu Cys Met Cys 
225 230 235 240 

Phe Gly Pro Lys Lys Val Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
245 250 255 

Ser Trp Pro Ser Ser Cys Val Trp Val Trp His Trp Gly Leu Phe Ser 
260 265 270 

Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thr Glu Gly Leu 
275 280 285 

Pro Ala Ser Leu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Arg Gly 
290 295 300 



Asp Pro Glu Trp Ser Gly Gly Phe Phe Phe 
305 310 



(2) INFOFMATION FOR SEQ ID NO: 706: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LEX5TH: 106 amino acids 

(B) TYPE: amino acid 
CD) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»I : SEQ ID NO: 706: 

Met Ser Gly Gin Gly Leu Ala Gly Phe Phe Ala Ser Val Ala Met He 
1 5 10 15 , 

Cys Ala He Ala Ser Gly Ser Glu Leu Ser Glu Ser Ala Phe Gly Tyr 
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30 



45 



55 



705 



20 25 30 

Phe lie Thr Ala Cys Ala Val lie He Leu Thr He He Cys Tyr Leu 
35 40 45 

Gly Leu Pro Arg Leu Glu Phe Tyr Arg Tyr Tyr Gin Gin Leu Lys Leu 
50 55 60 



Glu Gly Pro Gly Glu Gin Glu Thr Lys Leu Asp Leu He Ser Lys Gly 
10 65 70 75 80 

Glu Glu Pro Arg Ala Gly Lys Glu Glu Ser Gly Val Ser Val Ser Asn 
85 90 95 

15 Ser Gin Pro Thr Asn Glu Ser His Ser He 
100 105 



20 (2) INFORMATION FOR SEQ ID NO: 707: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 

(B) TYPE: amino acid 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 707: 



Ser Gly Val Ser Val Ser Asn Ser Gin Pro Thr Asn Glu Ser His Ser 
15 10 15 

He Lys Ala He Leu Lys Asn He Ser Val Leu Ala Phe Ser Val Cys 
20 25 30 



Phe He Phe Thr He Thr He Gly Met Phe Pro Ala Val Thr Val Glu 

35 35 40 45 

Val Lys Ser Ser He Ala Gly Ser Ser Thr Trp Glu Arg Tyr Phe He 

50 55 60 

40 Pro Val Ser Cys Phe Leu Thr Phe Asn He Phe Asp Trp Leu Gly Arg 

65 70 75 80 



Ser 



(2) INFORMATION FOR SEQ ID NO: 708: 

50 (i) SEQUENCE CHARACTEEaSTICS : 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»I: SEQ ID NO: 708: 



Thr He Gly Met Phe Pro Ala Val Thr Val Glu Val Lys Ser Ser He 
15 10 15 



60 



Ala Gly Ser Ser Thr Trp Glu Arg Tyr Phe He Pro Val Ser Cys Phe 
20 25 30 
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Leu Thr Phe Asn lie Phe Asp Trp Leu Gly Arg Ser Leu Thr Ala Val 
35 40 45 

Phe Met Trp Pro Gly Lys Asp Ser Arg Trp Leu Pro Ser Trp Xaa Leu 
50 55 60 

Ala Arg Leu Val Phe Val Pro Leu Leu Leu Leu Cys Asn lie Lys Pro 
65 70 75 80 

Arg Arg Tyr Leu Thr Val Val Phe Glu His Asp Ala 
85 90 



(2) INFORMATION FOR SEQ ID NO: 709: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 709: 

Phe Gly Pro Lys Lys Val Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
15 10 15 

Ser Trp Pro Ser Ser Cys Val Trp Val Trp His Trp Gly Leu Phe Ser 
20 25 30 

Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thr Glu Gly Leu 
35 40 45 

Pro Ala Ser Leu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Arg Gly 
50 55 60 

Asp Pro Glu Trp Ser Gly Gly Phe Phe Phe 
65 70 * 



(2) INFORMATION FOR SEQ ID NO: 710: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 710: 

Asp Asp Asp Gly Phe Glu lie Val Pro lie Glu Asp Pro Ala Lys His 
15 10 15 

Arg lie Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val lie Ala Ser 
20 25 30 

Ser Lys Lys Ala Lys Arg Asp Leu lie Asp Asn Ser Phe Asn Arg Tyr 
35 40 45 



Thr Phe Asn Glu Asp Glu Gly Glu Leu Pro Glu Trp Phe Val Gin Glu 
50 55 60 
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Glu Lys Gin His Arg lie Arg Gin Leu Pro Val Gly Lys Lys Glu Val 
65 70 75 80 

Glu His Tyr Arg Lys Arg Trp Arg Glu He Asn Ala Arg Pro He Xaa 
5 85 90 95 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
100 105 110 

10 Leu Glu Gin Thr Arg Lys Lys Ala Glu Ala Val Val Asn Thr Val Asp 
115 120 125 

He Xaa Arg Thr Arg Glu Ser 
130 135 

15 



(2) INFORMATION FOR SEQ ID NO: 711: 

20 ti) SE5?JENCE CHARACTE3USTICS: 

(A) LEHGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 711: 

25 

Asp Asp Asp Gly Phe Glu He Val Pro He Glu Asp Pro Ala Lys His 
15 10 15 

Arg He Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val He Ala Ser 
30 20 25 30 

Ser Lys Lys Ala Lys Arg Asp Leu He Asp Asn Ser Phe Asn Arg Tyr 
35 40 45 

35 Thr Phe 
50 



40 (2) INFORMATION FOR SEQ ID NO: '712: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEIIGTH: 51 amino acids 

(B) TYPE: amino acid 
45 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 712: 



50 



Lys Arg Trp Arg Glu He Asn Ala Arg Pro He Xaa Xaa Xaa Xaa Xaia 
15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Glu Gin Thr 
20 25 30 



Arg Lys Lys Ala Glu Ala Val Val Asn Thr Val Asp He Xaa Arg Thr 
55 35 40 45 

Arg Glu Ser 
50 



60 
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(2) INFORMATION FOR SEQ ID KRD: 713: 



(i) SEC^JENCE CHARACTERISTICS: 

(A) LENGTH: 216 amino acids 

(B) TYPE: amino acid 
(D) TOPOLCX^Y: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 713: 



Met lie Lys Asp Lys Gly Arg Ala Arg Thr Ala Leu Thr Ser Ser Gin 
15 10 15 

Pro Ala His Leu Cys Pro Glu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 25 30 

Val Lys Glu Lys Lys Arg Asn Lys Lys Lys Lys Thr lie Gly Ser Pro 
35 40 45 

Lys Arg lie Gin Ser Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
50 55 60 

Lys Thr Leu Pro Gly Ala Cys Gly Ser Pro Gin Lys Leu lie Asp Gly 
65 70 75 80 

Phe Leu Lys His Glu Gly Pro Pro Ala Glu Lys E>ro Leu Glu Glu Leu 
85 90 95 



Ser Ala Ser Thr Ser Gly Val Pro Gly Leu Ser Ser Leu Gin Ser Asp 
100 105 110 

Pro Ala Gly Cys Val Arg Pro Pro Ala Pro Asn Leu Ala Gly Ala Val 
115 120 125 

Glu Phe Asn Asp Val Lys Thr Leu Leu Arg Glu Trp lie Thr Thr lie 
130 135 140 

Ser Asp Pro Met Glu Glu Asp lie Leu Gin Val Val Lys Tyr Cys Thr 
145 150 ^ 155 160 

Asp Leu lie Glu Glu Lys Asp Leu Glu Lys Leu Asp Leu Val lie Lys 
165 170 175 

Tyr Met Lys Arg Leu Met Gin Gin Ser Val Glu Ser Val Trp Asn Met 
180 185 190 

Ala Phe Asp Phe lie Leu Asp Asn Val Gin Val Val Leu Gin Gin Thr 
195 200 205 

Tyr Gly Ser Thr Leu Lys Val Thr 
210 215 



(2) INFORMATION FOR SEQ ID NO: 714: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 714: 
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Met He Lys Asp Lys Gly Arg Ala Arg Thr Ala Leu Thr Ser Ser Gin 
15 10 15 

Pro Ala His Leu Cys Pro Glu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 25 30 

VeLL Lys Glu Lys Lys Arg Asn Lys Lys Lys Lys Thr He Gly Ser Pro 
35 40 45 

Lys Arg He Gin 
50 



(2) INFORMATION FOR SEQ ID NO: 715: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE nESCRIPTICN: SBQ ID NO: 715: 

Lys Arg He Gin Ser Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
15 10 15 

Lys Thr Leu Pro Gly Ala Cys Gly Ser Pro Gin Lys Leu He Asp Gly 
20 25 30 

Phe Leu Lys His Glu Gly Pro Pro Ala Glu Lys Pro Leu Glu Glu Leu 
35 40 45 

Ser Ala Ser Thr Ser Gly Val Pro Gly Leu Ser Ser Leu Gin Ser Asp 
50 55 60 

Pro Ala Gly Cys Val Arg Pro Pro Ala Pro Asn Leu Ala Gly Ala Val 
65 70 75 80 

Glu Phe Asn Asp Val Lys Thr Leu Leu Arg Glu Trp He Thr Thr He 
85 90 95 

Ser Asp Pro Met 
100 



(2) INFORMATION FOR SEQ ID NO: 716: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 716: 

Thr He Ser Asp Pro Met Glu Glu Asp He Leu Gin Val Val Lys Tyr 
15 10 15 

Cys Thr Asp Leu He Glu Glu Lys Asp Leu Glu Lys Leu Asp Leu Val 
20 25 30 
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lie Lys Tyr Met Lys Arg Leu Met Gin Gin Ser Val Glu Ser Val Trp 
35 40 45 

fisn Met Ala Phe Asp Phe lie Leu Asp Asn Val Gin Val Val Leu Gin 
50 55 60 

Gin Thr Tyr Gly Ser Thr Leu Lys Val Thr 
65 70 



(2) INFORMATION FOR SEQ ID NO: 717: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SBC^JEKCE DESCRIPTION: SEQ ID NO: 717: 

Phe Cys His Asp Cys Lys Phe E>ro Glu Ala Ser Pro Ala Met Asn Cys 
1 5 10 15 

Glu Pro 



(2) INFORMATION FOR SEQ ID NO: 718: 

(i) SEC3UENCE CHARACTERISTICS: 

(A) LQIGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 718: 

Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Met Asn Cys 
15 10 15 

Glu Pro 



(2) INFORMATIQN FOR SEQ ID NO: 719: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQfGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SBC^JENCE DESCRIPTION: SEQ ID NO: 719: 

Pro Gin Pro Ser Asn Phe Pro Thr Thr Val Arg Asn Leu Pro Tyr Ser 
15 10 15 

Gly Ala Gly Ala Gin Pro Pro Pro Ser Asn Cys 
20 25 



(2) INFORMATIQN FOR SEQ ID NO: 720: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 134 amino acids 

(B) TYPE: andno acid 
5 (D) TOPOLOGY: linear 

(xi) SEQUENCE OESCRIPTION: SEQ ID NO: 720: 

Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly lie 
15 10 15 

10 

Phe Leu lie Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
15 35 40 45 

Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
50 55 60 

20 Ser Ala Pro Ala Cys His Ala Ser Asp Thr His Leu Leu Tyr Pro Ser 
65 70 75 • 80 

Thr Arg Ala Leu Cys Pro Ser lie Phe Ala Trp Leu Val Ala Pro His 
85 90 95 

25 

Ser Val Phe Arg Thr Asn Ala Pro Gly Pro Thr E>ro Ser Ser Gin Ser 
100 105 110 

Ser Pro Val Phe Pro Val Phe Pro Val Ser Phe Met Ala Leu lie Val 
30 115 120 125 

Cys Xaa Leu Val Cys Cys 
130 

35 

(2) INFORMATION FOR SEQ ID NO: 721: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 71 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 721: 

45 Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly He 
15 10 15 

Phe Leu He Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

50 

Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
35 40 45 

Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
55 50 55 60 

Ser Ala Pro Ala Cys His Ala 
65 70 

60 
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(2) INFORMATION FOR SEQ ID NO: 722: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 722; 

Phe Ala Trp Leu Val Ala Pro His Ser Val Phe Arg Thr Asn Ala Pro 
15 10 15 

Gly Pro Thr Pro Ser Ser Gin Ser Ser Pro Val Phe Pro Val Phe Pro 
20 25 30 

Val Ser Phe Met Ala Leu lie Val Cys Xaa Leu Val Cys Cys 
35 40 45 



(2) INFORMATION FOR SEQ ID NO:" 723: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQ3GTH: 134 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 723: 

Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly He 
1 5 10 .15 

Phe Leu He Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
35 40 45 

Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
50 55 60 

Ser Ala Pro Ala Cys His Ala Ser Asp Thr His Leu Leu Tyr Pro Ser 
65 70 75 80 

Thr Arg Ala Leu Cys Pro Ser He Phe Ala Trp Leu Val Ala Pro His 
85 90 95 

Ser Val Phe Arg Thr Asn Ala Pro Gly Pro Thr Pro Ser Ser Gin Ser 
100 105 110 

Ser Pro Val Phe Pro Val Phe Pro Val Ser Phe Met Ala Leu He Val 
115 120 125 

Cys Xaa Leu Val Cys Cys 
130 



(2) INFORMATION FOR SEQ ID NO: 724: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 286 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 724: 

5 

Met Ala Met Glu Gly Tyr Trp Arg Phe Leu Ala Leu Leu Gly Ser Ala 
15 10 15 

Leu Leu Val Gly Phe Leu Ser Val lie Phe Ala Leu Val Trp Val Leu 
10 20 25 30 

His Tyr Arg Glu Gly Leu Gly Trp Asp Gly Ser Ala Leu Glu Phe Asn 
35 40 45 

15 Trp His Pro Val Leu Met Val Thr Gly Phe Val Phe He Gin Gly lie 
50 55 60 



20 



35 



Ala He He Val Tyr Arg Leu Pro Trp Thr Trp Lys Cys Ser Lys Leu 
65 70 75 80 

Leu Met Lys Ser He His Ala Gly Leu Asn Ala Val Ala Ala He Leu 
85 90 95 



Ala He He Ser Val Val Ala Val Phe Glu Asn His Asn Val Asn Asn 
25 100 105 110 

He Ala Asn Met Tyr Ser Leu His Ser Trp Val Gly Leu He Ala Val 
115 120 125 

30 He Cys Tyr Leu Leu Gin Leu Leu Ser Gly Phe Ser Val Phe Leu Leu 
130 135 140 



Pro Trp Ala Pro Leu Ser Leu Arg Ala Phe Leu Met. Pro He His Val 
145 150 155 160 

Tyr Ser Gly He Val He Phe Gly Thr Val He Ala Thr Ala Leu Met 
165 * 170 175 



Gly Leu Thr Glu Lys Leu He Phe Ser Leu Arg Asp Pro Ala Tyr Ser 
40 180 185 190 

Thr Phe Pro Pro Glu Gly Val Phe Val Asn Thr Leu Gly Leu Leu He 
195 200 205 

45 Leu Val Phe Gly Ala Leu He Phe Trp He Val Thr Arg Pro Gin Trp 
210 215 220 



50 



Lys Arg Pro Lys Glu Pro Asn Ser Thr He I-eu His Pro Asn Gly Gly 
225 230 235 240 

Thr Glu Gin Gly Ala Arg Gly Ser Met Pro Ala Tyr Ser Gly Asn Asn 
245 250 255 



Met Asp Lys Ser Asp Ser Glu Leu Asn Ser Glu Val Ala Ala Arg Lys 
55 260 265 270 

Arg Asn Leu Ala Leu Asp Glu Ala Gly Gin Arg Ser Thr Met 
275 280 285 



60 
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(2) INFORMATION FOR SEQ ID NO: 725: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 43 amino acids 

(B) TYPE: aitiino cu:id 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 725: 

Pro Gly Arg Ala Gly Pro Ser Pro Gly Leu Ser Leu Gin Leu Pro Ala 
15 10 15 

Glu Pro Gly His Pro Ala Gly Asn Leu Ala Pro Leu Thr Ser Arg Pro 
20 25 30 

Gin Pro Leu Cys Arg He Pro Ala Val Pro Gly 
35 40 



(2) INFORMATION FOR SEQ ID NO: 726: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 424 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 726: 

Met Lys Leu Leu Gly Glu Cys Ser Ser Ser He Asp Ser Val Lys Arg 
15 10 15 

Leu Glu His Lys Leu Lys Glu Glu Glu Glu Ser Leu Pro Gly Phe Val 
20 25 30 

Asn Leu His Ser Thr Glu Thr Gin Thr Ala Gly Val He Asp Arg Trp 
35 40 45 

Glu Leu Leu Gin Ala Gin Ala I>eu Ser Lys Glu Leu Arg Met Lys Gin 
50 55 60 

Asn Leu Gin Lys Trp Gin Gin Phe Asn Ser JKsp Leu Asn Ser He Trp 
65 70 75 80 

Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 
85 90 95 

Glu Leu Ser Thr Asp He Gin Thr He Glu Leu Gin He Lys Lys Leu 
100 105 110 

Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala He He Leu Ser 
115 120 125 

He Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys Glu Ser 
130 135 140 

Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp Asp Arg 
145 150 155 160 

Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp Ala Leu 
165 170 175 
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Met Gin Cys Gin Gly Phe His Glu Met Ser His Gly Leu Leu Leu Met 
180 185 190 

Leu Glu Asn lie Asp Arg Arg Lys Asn Glu lie Val Pro lie Asp Ser 
195 200 205 

Asn Leu Asp Ala Glu lie Leu Gin Asp His His Lys Gin Leu Met Gin 
210 215 220 

lie Lys His Glu Leu Leu Glu Ser Gin Leu Arg Val Ala Ser Leu Gin 
225 230 235 240 

Asp Met Ser Cys Gin Leu Leu Val Asn Ala Glu Gly Thr Asp Cys Leu 
245 250 255 

Glu Ala Lys Glu Lys Val His Val He Gly Asn Arg Leu Lys Leu Leu 
260 265 270 

Leu Lys Glu Val Ser Arg His He Lys Glu Leu Glu Lys Leu Leu Asp 
275 280 285 

Val Ser Ser Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp Glu 
290 295 300 

Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr Pro 
305 310 315 320 

Asn Arg Gin Lys Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin Pro Gly 
325 330 335 

Pro Ser Val Ser Ser Pro His Ser Arg Ser Thr Lys Gly Gly Ser Asp 
340 345 350 

Ser Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arg Gly Phe Leu 
355 360 365 

Phe Arg Val Leu TUrg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu Leu 
370 375 380 

Leu He Gly Leu Ala Cys Leu Val Pro Met Ser Glu Glu Asp Tyr Ser 
385 390 395 400 

Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe His Pro Met Leu Arg 
405 410 415 



Tyr Thr Asn Gly Pro Pro Pro Leu 
420 



(2) INFORMATICN FOR SEQ ID NO: 727: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 amino acids 

(B) TfPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 727: 

Met Lys Leu Leu Gly Glu Cys Ser Ser Ser He Asp Ser Val Lys Arg 
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10 



15 



Leu Glu His Lys Leu Lys Glu Glu Glu Glu Ser Leu Pro Gly Phe Val 
20 25 30 

5 

Asn Leu His Ser Thr Glu Thr Gin Thr Ala Gly Val lie Asp Arg Trp 
35 40 45 

Glu Leu Leu Gin Ala Gin Ala Leu Ser Lys Glu Leu Arg Met Lys Gin 
10 50 55 60 

Asn Leu Gin Lys Trp Gin Gin Phe Asn Ser Asp Leu Asn Ser lie Trp 
65 70 75 80 

15 Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 

85 90 95 



Glu Leu Ser Thr Asp lie Gin Thr lie Glu Leu Gin lie Lys 
100 105 110 



20 



(2) INFORMATION FOR SEQ ID NO: 728: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 136 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 728: 



30 



45 



Lys Leu Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala lie lie 
15 10 15 



Leu Ser lie Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys 
35 20 25 30 

Glu Ser Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp 
35 ' 40 45 

40 Asp Arg Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp 
50 55 60 



Ala Ijeu Met Gin Cys Gin Gly Phe His Glu Met Ser His Gly Leu Leu 
65 70 75 80 

Leu Met Leu Glu Asn He Asp Arg Arg Lys Asn Glu He Val Pro He 
85 90 95 



Asp Ser Asn Leu Asp Ala Glu He Leu Gin Asp His His Lys Gin Leu 
50 100 105 110 

Met Gin He Lys His Glu Leu Leu Glu Ser Gin Leu Arg Val Ala Ser 
115 120 125 

55 Leu Gin Asp Met Ser Cys Gin Leu 
130 135 



60 (2) INFORMATION FOR SEQ ID NO: 729: 
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25 



30 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 amino acids 

(B) TYPE: amino acid 
(D) TOPOliOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 729: 

Gin Asp Met Ser Cys Gin Leu Leu Val Asn Ala Glu Gly Thr Asp Cys 
15 10 15 

Leu Glu Ala Lys Glu Lys Val His Val lie Gly Asn Arg Leu Lys Leu 
20 25 30 



Leu l.eu Lys Glu Val Ser Arg His lie Lys Glu Leu Glu Lys Leu Leu 
15 35 40 45 

Asp Val Ser Ser Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp 
50 55 60 

20 Glu Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr 
65 70 75 80 



Pro Asn Arg Gin Lys Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin Pro 
85 90 95 

Gly Pro Ser Val Ser Ser Pro His Ser 
100 105 



(2) INFORMATION FOR SEQ ID NO: 730 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 amino acids 
35 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 730: 

Asp Ser Ser Leu Ser Glu Pro Xaia Pro Gly Arg Ser Gly Arg Gly Phe 
40 1 5 10 15 

Leu Phe Arg Val Leu Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu 
20 25 30 

45 Leu Leu lie Gly Leu Ala Cys Leu Val Pro Met Ser Glu Glu Asp Tyr 
35 40 45 

Ser Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe His Pro Met Leu 
50 55 60 



50 



55 



Arg Tyr Thr Asn Gly Pro Pro Pro Leu 
65 70 



(2) INFORMATION FOR SEQ ID NO: 731: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino acid 



wo 98/54963 



718 



(D) TOPOLXX^Y: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 731: 

Met Lys Leu Leu lie Cys Gly Asn Tyr Leu Ala Pro Ser His Ser Glu 
15 10 15 

Ser Ser Arg Arg Cys Cys Leu Leu Cys Phe Tyr Pro Leu Cys Leu Glu 
20 25 30 

lie Asn Phe Gly Met Lys Val Phe Leu Ser Met Pro Phe Leu Val Leu 
35 40 45 

Phe Gin Ser Leu lie Gin Glu Asp 
50 55 



(2) INFORMATION FOR SEQ ID NO: 732: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 271 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 732: 

Arg lie Leu Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn Lys Tyr Asp 
15 10 15 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 
20 25 30 

Phe Cys Val Leu Val Ser Phe Cys Val lie Lys Lys Asp His Gin Ser 
35 40 45 

Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Met Lys 
50 55 60 

Trp Ser lie Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu lie Val Phe 
65 70 75 80 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val lie Phe Ser Asn 
85 90 95 

Phe Ser lie lie Thr Thr Ala Leu Leu Phe Arg lie Val Leu Lys Xaa 
100 105 110 

Arg Leu Asn Trp lie Gin Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
115 120 125 

lie Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala 
130 135 140 

Gly Arg Gly Phe His His Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys 
145 150 155 160 

Leu Leu Phe Arg Asn Glu Cys Pro Arg Lys Asp Asn Cys Thr Ala Lys 
165 170 175 



Glu Trp Thr Phe Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe 
180 185 190 
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Ser His lie Arg Leu Gly Met Gly His Val Leu lie lie Val Gin Cys 
195 200 205 

Phe lie Ser Ser Met Ala Asn lie Tyr Asn Glu Lys lie Leu Lys Glu 
210 215 220 

Gly Asn Gin Leu Thr Glu Xaa lie Phe He Gin Asn Ser Lys Leu Tyr 
225 230 235 240 

Phe Phe Gly He Leu Phe Asn Gly Leu Thr Leu Gly Leu Gin Arg Ser 
245 250 255 

Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe Tyr Gly His Ser 
260 265 270 



(2) INFORMATION FOR SEQ ID NO: 733: 

(i) SEQDENCE CHARACTERISTICS: 

(A) LENGTH: 94 amino acic3s 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 733: 

Asn Ser Val Pro Asn Leu Gin Thr Leu Ala Val Leu Thr Glu Ala He 
15 10 15 

Gly Pro Glu Pro Ala He Pro Arg Xaa Pro Arg Glu Pro Pro Val Ala 
20 25 30 

Thr Ser Thr Pro Ala Thr Pro Ser Ala Gly Pro Gin Pro Leu Pro Thr 
35 40 45 

Gly Thr Val Leu Val Pro Gly Gly Pro Ala Pro Pro Cys Leu Gly Glu 
50 §5 60 

Ala Trp Ala Leu Leu Leu Pro Pro Cys Arg Pro Ser Leu Thr Ser Cys 
65 70 75 80 

Phe Trp Ser Pro Arg Pro Ser Pro Trp Lys Glu Thr Gly Val 
85 90 



(2) INFORMATION FOR SEQ ID NO: 734: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»I : SEQ ID NO: 734: 

Ala Leu Gin Leu Ala Phe Tyr Pro Asp Ala Val Glu Glu Trp Leu Glu 
15 10 15 

Glu Asn Val His Pro Ser Leu Gin Arg Leu Gin Xaa Leu Leu Gin Asp 
20 25 30 
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Leu Ser Glu Val Ser Ala Pro Pro 
35 40 



5 

(2) INFX)RMATION FOR SEQ ID NO: 735: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 30 amino acids 
10 (B) TXPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 735: 

Cys His Pro Pro Ala Leu Ala Gly Thr Leu Leu Arg Thr Pro Glu Gly 
15 1 5 10 15 

Arg Ala His Ala Arg Gly Leu Leu Leu Glu Ala Gly Gly Ala 
20 25 30 

20 

(2) INFORMATION FOR SEQ ID NO: 736: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) I^ENGTH: 59 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 736: 

30 Gly Ser Ser Ser Thr Arg Ser Trp Phe Ser Thr Ser Ser Pro Gin Arg 
15 10 15 

Ser Ala Ser Trp His Ser Gly Ala Pro Ser Cys Arg Ser Trp Arg Leu 
20 25 30 

35 

Pro Cys Ser Trp Leu Ser Thr Arg Met Pro Trp Arg Ser Gly Trp Arg 
35 40 45 

Lys Thr Cys Thr Pro Ala Cys Ser Gly Cys Lys 
40 50 55 



45 



(2) INFORMATION FOR SEQ ID NO: 737 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 247 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 737: 

Met Arg Pro Asp Trp Lys Ala Gly Ala Gly Pro Gly Gly Pro Pro Gin 
15 10 15 

55 Lys Pro Ala Pro Ser Ser Gin Arg Lys Pro Pro Ala Arg Pro Ser Ala 
20 25 30 

Ala Ala Ala Ala lie Ala Val Ala Ala Ala Glu Glu Glu Arg Arg Leu 
35 40 45 

60 
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Arg Gin Arg Asn Arg Leu Arg Leu Glu Glu Asp Lys Pro Ala Val Glu 
50 55 60 

Arg Cys Leu Glu Glu Leu Val Phe Gly Asp Val Glu Asn Asp Glu Asp 
65 70 75 80 

Ala Leu Leu Arg Arg Leu Arg Gly Pro Arg Val Gin Glu His Glu Asp 
85 90 95 

Ser Gly Asp Ser Glu Val Glu Asn Glu Ala Lys Gly Asn Phe Pro Pro 
100 105 110 

Gin Lys Lys Pro Val Trp Val Asp Glu Glu Asp Glu Asp Glu Glu Met 
115 120 125 

Val Asp Met Met Asn Asn Arg Phe Arg Lys Asp Met Met Lys Asn Ala 
130 135 140 

Ser Glu Ser Lys Leu Ser Lys Asp Asn Leu Lys Lys Arg Leu Lys Glu 
145 150 155 160 

Glu Phe Gin His Ala Met Gly Gly Val Pro Ala Trp Ala Glu Thr Thr 
X65 170 175 

Lys Arg Lys Thr Ser Ser Asp Asp Glu Ser Glu Glu Asp Glu Asp Asp 
180 185 190 

Leu Leu Gin Arg Thr Gly Asn Phe lie Ser Thr Ser Thr Ser Leu Pro 
195 200 205 

Arg Gly He Leu Lys Met Lys Asn Cys Gin His Ala Asn Ala Glu Arg 
210 215 220 

Pro Thr Val Ala Arg He Ser He Cys Ala Val Pro Ser Arg Cys Thr 
225 230 235 240 



Asp Cys Asp Gly Cys Trp Asp 
245 



(2) INFORMATION FOR SEQ ID NO: 738: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 180 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEC2UENCE DESCRIPTION: SEQ ID NO:. 738: 

Cys Leu Glu Glu Leu Val Phe Gly Asp Val Glu Asn Asp Glu Asp Ala 
15 10 15 

Leu Leu Arg Arg Leu Arg Gly Pro Arg Val Gin Glu His Glu Asp Ser 
20 25 30 

Gly Asp Ser Glu Val Glu Asn Glu Ala Lys Gly Asn Phe Pro Pro Gin 
35 40 45 

Lys Lys Pro Val Trp Val Asp Glu Glu Asp Glu Asp Glu Glu Met Val 
50 55 60 
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Asp Met Met Asn Asn Arg Phe Arg Lys Asp Met Met Lys Asn Ala Ser 
^5 70 75 80 

Glu Ser Lys Leu Ser Lys Asp Asn Leu Lys Lys Arg Leu Lys Glu Glu 
85 90 95 

Phe Gin His Ala Met Gly Gly Val Pro Ala Trp Ala Glu Thr Thr Lys 
100 105 110 

Arg Lys Thr Ser Ser Asp Asp Glu Ser Glu Glu Asp Glu Asp Asp Leu 
115 120 125 

Leu Gin Arg Thr Gly Asn Phe He Ser Thr Ser Thr Ser Leu Pro Arg 
130 135 140 

Gly He Leu Lys Met Lys Asn Cys Gin His Ala Asn Ala Glu Arg Pro 
145 150 155 160 

Thr Val Ala Arg He Ser He Cys Ala Val Pro Ser Arg Cys Thr Asp 
165 170 175 



Cys Asp Gly Cys 
180 



(2) INFORMATIGN FOR SEQ ID NO: 739: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH; 218 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY-: linear 

(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 739: 

Leu Lys Glu Lys He Val Arg Ser Phe Glu Val Ser Pro Asp Gly Ser 
15 10 15 

Phe Leu Leu He Asn Gly He Ala Gly Tyr Leu His Leu Leu Ala Met 
20 25 30 

Lys Thr Lys Glu Leu He Gly Ser Met Lys He Asn Gly Arg Val Ala 
35 40 45 

Ala Ser Thr Phe Ser Ser Asp Ser Lys Lys Val Tyr Ala Ser Ser Gly 
50 55 60 

Asp Gly Glu Val Tyr Val Trp Asp Val Asn Ser Arg Lys Cys Leu Asn 
^5 70 75 80 

Arg Phe Val Asp Glu Gly Ser Leu Tyr Gly Leu Ser He Ala Thr Ser 
85 90 95 

Arg Asn Gly Gin Tyr Val Ala Cys Gly Ser Asn Cys Gly Val Val Asn 
100 105 110 

He Tyr Asn Gin Asp Ser Cys Leu Gin Glu Thr Asn Pro Lys Pro He 
115 120 125 



Lys Ala He Met Asn Leu Val Thr Gly Val Thr Ser Leu Thr Phe Asn 



5 



10 



15 
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130 135 140 

Pro Thr Thr Glu lie Leu Ala lie Ala Ser Glu Lys Met Lys Glu Ala 
145 150 155 160 

Val Arg Leu Val His Leu Pro Ser Cys Thr Val Phe Ser Asn Phe Pro 
165 170 175 

Val lie Lys Asn Lys Asn lie Ser His Val His Thr Met Asp Phe Ser 
180 185 190 

Pro Arg Ser Gly Tyr Phe Ala Leu Gly Asn Glu Lys Gly Lys Ala Leu 
195 200 205 

Met Tyr Arg Leu His His Tyr Ser Asp Phe 
210 215 



20 (2) INPORMATrON FOR SEQ ID NO: 740: 



25 



30 



(i) SEQDENCE CHARACTERISTICS: 

(A) LENGTH: 167 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 740: 

Lys He Asn Gly Arg Val Ala Ala Ser Thr Phe Ser Ser Asp Ser Lys 
1 5 .10 15 

Lys Val Tyr Ala Ser Ser Gly Asp Gly Glu Val Tyr Val Trp Asp Val 
20 25 30 



Asn Ser Arg Lys Cys Leu Asn Arg Phe Val Asp Glu Gly Ser Leu Tyr 
35 35 40 45 

Gly Leu Ser He Ala Thr S§r Arg Asn Gly Gin Tyr Val Ala Cys Gly 
50 55 60 

40 Ser Asn Cys Gly Val Val Asn He Tyr Asn Gin Asp Ser Cys Leu Gin 
65 70 75 80 

Glu Thr Asn Pro Lys Pro He Lys Ala He Met Asn Leu Val Thr Gly 
85 90' 95 

45 

Val Thr Ser Leu Thr Phe Asn Pro Thr Thr Glu He Leu Ala He Ala 
100 105 110 

Ser Glu Lys Met Lys Glu Ala Val Arg Leu Val His Leu Pro Ser Cys 
50 115 120 125 

Thr Val Phe Ser Asn Phe Pro Val He Lys Asn Lys Asn He Ser His 
130 135 140 

55 Val His Thr Met Asp Phe Ser Pro Arg Ser Gly Tyr Phe Ala Leu Gly 

150 155 160 

Asn Glu Lys Gly Lys Ala Leu 
165 

60 



wo 98/54963 



PCT/US98/11422 



724 



(2) INPORMATiaN FOR SEQ ID NO: 74X: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENCTTH: 246 amino acids 

(B) TYPE: amino acid 
(D) T0P03XGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 741: 

10 

Met Arg lie Leu Gin Leu He Leu Leu Ala Leu Ala Thr Gly Leu Val 
15 10 15 

Gly Gly Glu Thr Arg He He Lys Gly Phe Glu Cys Lys Leu His Ser 
15 20 25 30 

Gin Pro Trp Gin Ala Ala Leu Phe Glu Lys Thr Arg Leu Leu Cys Gly 
35 40 45 

20 Ala Thr Leu He Ala Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu 
50 55 60 



25 



Lys Pro Arg Tyr He Val His Leu Gly Gin His Asn Leu Gin Lys Glu 
65 70 75 80 

Glu Gly Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro 
85 90 95 



Gly Phe Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn Asp He Met 
30 100 105 110 



35 



40 



Leu Val Lys Met Ala Ser Pro Val Ser He Thr Trp Ala Val Arg Pro 
115 120 125 

Leu Thr Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Ser Phe 
130 135 140 

Pro Ala Gly Ala Ala Arg Pro Asp Pro Ser Tyr Ala Cys Leu Thr Pro 
145 150 155 160 

Cys Asp Ala Pro Thr Ser Pro Ser Leu Ser Thr Arg Ser Val Arg Thr 
165 170 175 



Pro Thr Pro Ala Thr Ser Gin Thr Pro Trp Cys Val Pro Ala Cys Arg 
45 180 185 190 



50 



55 



Lys Gly Ala Arg Thr Pro Ala Arg Val Thr Pro Gly Ala Leu Trp Ser 
195 200 205 

Val Thr Ser LeU Phe Lys Ala Leu Ser Pro Gly Ala Arg He Arg Val 
210 215 220 

Arg Ser Pro Glu Ser Leu Val Ser Thr Arg Lys Ser Ala Asn Met Trp 
225 230 235 240 

Thr Gly Ser Arg Arg Arg 
245 



60 
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(2) INFORMATION FOR SEQ ID NO: 742: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 228 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 742: 

Glu Thr Arg lie He Lys Gly Phe Glu Cys Lys Leu His Ser Gin Pro 
15 10 15 

Trp Gin Ala Ala Leu Phe Glu Lys Thr Arg Leu Leu Cys Gly Ala Thr 
20 25 30 

Leu He Ala Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu Lys Pro 
35 40 45 

Arg Tyr He Val His Leu Gly Gin His Asn Leu Gin Lys Glu Glu Gly 
50 55 60 

Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro Gly Phe 
65 70 75 80 

Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn Asp He Met Leu Val 
85 90 95 

Lys Met Ala Ser Pro Val Ser He Thr Trp Ala Val Arg Pro Leu Thr 
100 105 110 

Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Ser Phe Pro Ala 
115 120 125 

Gly Ala Ala Arg Pro Asp Pro Ser Tyr Ala Cys Leu Thr Pro Cys Asp 
130 135 140 

Ala Pro Thr Ser Pro Ser Leu Ser Thr Arg Ser Val Arg Thr Pro Thr 
145 150 155 160 

Pro Ala Thr Ser Gin Thr Pro Trp Cys Val Pro Ala Cys Arg Lys Gly 
165 170 175 

Ala Arg Thr Pro Ala Arg Val Thr Pro Gly Ala Leu Trp Ser Val Thr 
180 185 " 190 

Ser Leu Phe Lys Ala Leu Ser Pro Gly Ala Arg He Arg Val Arg Ser 
195 200 205 

Pro Glu Ser Leu Vail Ser Thr Arg Lys Ser Ala Asn Met Trp Thr Gly 
210 215 220 

Ser Arg Arg Arg 
225 



(2) INFORMATION FOR SEQ ID NO: 743: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 amino acids 
<B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 743: 

Cys Lys Leu His Ser Gin Pro Trp Gin Ala Ala Leu ?he Glu Lv-s Thr 
15 10 15 

Arg Leu Leu Cys Gly Ala Thr Leu lie Ala Pro Arg Trp Leu l^eu rhr 
20 25 30 

Ala Ala His Cys Leu Lys Pro Arg Tyr He Val His Leu Gly 3lr. His 
35 40 45 

Asn Leu Gin Lys Glu Glu Gly Cys Glu Gin Thr Arg Thr Ala Thr Glu 
50 55 60 

Ser Phe Pro His Pro Gly Phe Asn Asn Ser 
65 70 



(2) INFORMATION FOR SEQ ID NO: 744: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 81 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 744: 

Val Leu Gin Gly Arg Tyr Phe Ser Pro He Leu Glu Met Arg Arg Leu 
15 10 15 

Arg Pro Glu Gly Xaa Xaa Asn Leu Pro Gly Gly Ser Arg Ala Glr. Lys 
20 25 5C 

Glu Pro Arg Gin Asp Leu Thr Leu Val Leu Trp Pro His Cys Pro His 
35 40 45 

Phe Ala Met Thr Arg Ser Tyr Val Pro Thr Lys Gin Cys Ksc Val Zlr. 
50 55 60 

Gly Ser Phe Tyr Cys lie Phe He Phe Lys Gly Pro Val Gl- Asr. Trp 
65 70 75 80 

Cys 



<2) INPORMftTICN FOR SEQ ID NO: 745: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LaJGTH: 211 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 745: 

Met Pro He He Asp Gin Val Asn Pro Glu Leu His Asp Phe Mec Gin 
15 10 15 

Ser Ala Glu Val Gly Thr He Phe Ala Leu Ser Trp Leu He Thr Trp 
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2^ 25 30 

?r.5 3ly Mis Val Lsu Ser As? Phe Arg His V-1 Val Arg Leu Tyr Asp 
3= 40 45 

?hs ?he le-^ Ala Ci.-s I-iis rro Leu Xe. Pro lie Tyr Phe Ala Ala Val 
5: =5 50 

''3^- ^^yr Arg GIu 3ln'Glu Val Leu Asp Cys Asp Cys Asp Met 
10 55 70 75 80 

Ala Ser Val His His I«u leu Ser Gl- lie Pre Gin Asp Leu Pro Tyr 
35 50 95 

15 9lu rhr Leu He Ser A:rg l-laa Glu Ihr Phe leu Phe Ser Phe Pro His 
1^^^ 105 110 



r^r- Le-^ Leu Gly Aurg Pro Leu Pro Asn Ser Lys Leu Arg Gly Arg 

Gin Pro Leu Leu Ser Lys rr_r Leu Ser Trp His Gin Pro Ser Arg Gly 
-3- 135 140 



e Trp C-ys Cys Gly Ser Gly Xaa Arg Gly Leu Leu Arg Pro Glu 

155 160 



-5 145 150 



30 



-"-^ --/^ -^-sp Val leu Th^ Lys Pro Ajrg Thr Asn Arg Phe Val 

155 170 175 

lys leu Ala Val Keu Gly leu Thr Val AJ.a Leu Gly Ala Ala Ala Leu 
12 J 135 



---- l-ys Ser A^a leu Glu Trp Ala ?r:> lys Phe Gin Leu Gin 

155 20C 205 

3d 



40 



45 



50 



60 



C2) ZlXrD^<^::iCZ* FCR SZ5 id >30: 745: 

iij SEQJE17CE C^APAjCTERISTICS : 

(A) LENGTH: 70 ainino acids 

(B) TYPE: amino acid 
(D) TOPOLCGv-: lir^ar 

(xi> SEQUENCE DESCRIPTIC?;: 33Q ID llO: 746: 

::y3 ?ro Glu Phe Phe lie Pro Ala Thr Leu Pro Cys Pro Phe Val Phe 
- 5 10 15 

Ala Phe Thr Ser Glu Aaa Ser Ser Arg Ala Tyr Leu Thr Gin Arg Gly 
20 25 30 

Pro Gly Gly Leu Ala Gin Asn Leu Met Pro Leu Pro Val Gly Phe Trp 



40 45 



Me- Gly Ser Leu Pro Pro Pro Trp Cys Trp Arg Lys Trp Val Ser Glu 
50 55 60 



wo 98/54963 



728 



Ala Cys Ser Cys Phe Cys 
65 70 



(2) INFORMATION FOR SEQ ID NO: 747: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOIiOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 747: 

Gly Phe Gly Ser Val Ser Ala Ala Gly Arg Arg Ser Gly Gly Thr Trp 
15 10 15 

Gin Pro Val Gin 
20 



(2) INFORMATION FOR SEQ ID NO: 748: 

(i) SEQUENCE CHARACTERXSTICS : 

(A) LQIGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOtXXSY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 748: 

Pro Gly Gly Leu Ala Val Gly Ser Arg Trp Ttp Ser Arg Ser Leu Thr 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 749: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 749: 

Leu Glu Pro Ser Arg Gin Arg Arg Pro Arg Arg Arg Gly Gly Thr Ser 
15 10 15 

Arg Pro Glu Thr Asp Gin Arg Ala Lys Cys Trp Arg Gin Leu 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 750: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 750: 
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Val Cys Leu Arg Cys Gin Asn Arg Met Glu Asn 
15 10 



(2) INFORMATION FOR SEQ ID NO: 751: 

{i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 367 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 751; 

15 Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 



20 



35 



50 



Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala Xaa Ala Gly Ala Phe Ser Pro Ala Ser Thr Thr Thr Thr Arg Arg 
35 40 45 



His Leu Ser Ser Arg Asn Arg Pro Glu Gly Lys Val Leu Glu Thr Val 
25 50 55 60 

Gly Val Phe Glu Val Pro Lys Gin Asn Gly Lys Tyr Glu Thr Gly Gin 
65 70 75 80 

30 Leu Phe Leu His Ser He Phe Gly Tyr Arg Gly Val Val Leu Phe Pro 

85 90 95 



Trp Gin Ala Arg Leu Xaa Asp Arg Asp Val Ala Ser Ala Ala Pro Glu 
100 105 110 

Lys Ala Glu Asn Pro Ala Gly His Gly Ser Lys Glu Val Lys Gly Lys 
115 * 120 125 



Thr His Thr Tyr Tyr Gin Val Leu He Asp Ala Arg Asp Cys Pro His 
40 130 135 140 

He Ser Gin Arg Ser Gin Thr Glu Ala Val Thr Phe Leu Ala Asn His 
145 150 155 160 

45 Asp Asp Ser Arg Ala Leu Tyr Ala He Pro Gly Leu Asp Tyr Val Ser 

165 170 175 



His Glu Asp He Leu Pro Tyr Thr Ser Thr Asp Gin Val Pro He Gin 
180 185 190 

His Glu Leu Phe Glu Arg Phe Leu Leu Tyr Asp Gin Thr Lys Ala Pro 
195 200 205 



Pro Phe Val Ala Arg Glu Thr Leu Arg Ala Trp Gin Glu Lys Asn His 
55 210 215 220 

Pro Trp Leu Glu Leu Ser Asp Val His Arg Glu Thr Thr Glu Asn He 
225 230 235 240 

60 Arg Val Thr Val He Pro Phe Tyr Met Gly Met Arg Glu Ala Gin Asn 
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245 250 255 

Ser His Val Tyr Trp Trp Arg Tyr Cys lie Arg Leu Glu Asn Leu Asp 
260 265 270 

5 

Ser Asp Val Val Gin Leu Arg Glu Arg His Trp Arg He Phe Ser Leu 
275 280 285 

Ser Gly Thr Leu Glu Thr Val Arg Gly Arg Gly Val Val Gly Arg Glu 
10 290 295 300 

Pro Val Leu Ser Lys Glu Gin Pro Ala Phe Gin Tyr Ser Ser His Val 
305 310 315 320 

15 Ser Leu Gin Ala Ser Ser Gly His Met Trp Gly Thr Phe Arg Phe Glu 

325 330 335 

Arg Pro Asp Gly Ser His Phe Asp Val Arg He Pro Pro Phe Ser Leu 
340 345 350 

20- 

Glu Ser Asn Lys Asp Glu Lys Thr Pro Pro Ser Gly Leu His Trp 
355 360 365 



25 

(2) INFORMATION FOR SEQ ID NO: 752: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 752: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
35 1 5 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

40 Ala 



45 (2) INFORMATION FOR SEQ ID NO: 753: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 33 amino acids 
(B) TYPE: amino acid 
50 <D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 753: 



55 



60 



Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

Ala 
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(2) INFORMATION FOR SEQ ID NO: 754: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LH4GTH: 33 amino acids 

(B) TYPE: amino acid 
(D) T0POIXX3Y: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 754: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

15 Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 



20 



30 



40 



55 



60 



Ala 



(2) INFORMATION FOR SEQ ID NO: 755 



25 (i) SEQUENCE CHARACTERISTICS: 

(A) IiEWGra: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 755: 



Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 



Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
35 20 25 30 



Ala 



(2) INFORMATION FOR SEQ ID NO: 756 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SBQUQJCE DESCRIPTION: SEQ ID NO: 756: 

50 Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 



Ala 
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(2) INFORMATION FOR SEQ ID NO: 757: 

(i) SEQUENCE CHftRACTERISriCS : 

(A) LEXIGrrH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 757: 

Val Leu Glu Thr Val Gly Val Phe Glu Val Pro Lys Gin Asn Gly Lys 
15 10 15 

Tyr Glu Thr Gly Gin Leu Phe Leu His Ser He Phe Gly Tyr Arg Gly 
20 25 30 

Val Val Leu 
35 



(2) INFORMftTICN FOR SEQ ID NO: 758: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 758: 

Gly Leu Asp Tyr Val Ser His Glu Asp He Leu Pro Tyr Thr Ser Thr 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 759: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQKTTH: 19 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 759: 

Asp Val His Arg Glu Thr Thr Glu Asn He Arg Val Thr Val He Pro 
15 10 15 

Phe Tyr Met 



(2) INFORMATION FOR SEQ ID NO: 760: 

(i) SEQUENCE OIARACTERISTICS : 

(A) LENGTHi: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 760: 

Trp Trp Arg Tyr Cys He Arg Leu Glu Asn Leu Asp Ser Asp Val Val 
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1 



5 



10 



15 



Gin Leu Arg Glu Arg 
20 



(2) INFORMATION FOR SEQ ID NO: 761: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 

(B) TYPE: aitdno acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 761: 

Pro Ala Phe Gin Tyr Ser Ser His Val Ser Leu Gin Ala Ser Ser Gly 
15 10 15 

His Met Trp Gly Thr Phe Arg Phe Glu Arg 



(2) INFORMATICS FOR SEQ ID NO: 762: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 762: 

Ser Leu Cys Cys Pro Glu Gly Ala Glu Gly Cys 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 763: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 763: 

Gin Leu Lys Lys Thr His Tyr Asp Arg Pro Cys Pro 
15 10 



(2) INFORMATION FOR SEQ ID NO: 764: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 



20 



25 



(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 764: 



Gin Leu Lys Lys Thr His Tyr Asp Arg Pro Cys Pro 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 765: 

(i) SEQUENCE CHARACTERISTICS: 

(A) tiENGTH: 170 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 765: 

Ala Gin Arg Lys Lys Glu Ket Val Leu Ser Glu Lys Val Ser Gin Leu 
15 10 15 

Met Glu Trp Thr Asn Lys Arg Pro Val lie Arg Met Asn Gly Asp Lys 
20 25 30 

Phe Arg Arg Leu Val Lys Ala Pro Pro Arg Asn Tyr Ser Val lie Val 
35 40 45 

Met Phe Thr Ala Leu Gin Leu His Arg Gin Cys Val Val Cys Lys Gin 
50 55 * 60 

Ala Asp Glu Glu Phe Gin lie Leu Ala Asn Ser Trp Arg Tyr Ser Ser 
65 70 75 80 

Ala Phe Thr Asn Arg lie Phe Phe Ala Met Val Asp Phe Asp Glu Gly 
85 90 95 

Ser Asp Val Phe Gin Met Leu Asn Met Asn Ser Ala Pro Thr Phe He 
100 105 110 

Asn Phe Pro Ala Lys Gly Lys Pro Lys Arg Gly Asp Thr Tyr Glu Leu 
115 120 125 

Gin Val Arg Gly Phe Ser Ala Glu Gin He Ala Arg Trp He Ala Asp 
130 135 140 

Arg Thr Asp Val Asn He Arg Val He Arg Pro Pro Asn Met Ala Ala 
145 150 155 160 

Arg Trp Arg Phe Trp Cys Val Ser Val Thr 
165 170 



(2) INFORMATION FOR SEQ ID NO: 766: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 766: 

Met Val Val Ala Leu Leu He Val Cys Asp Val Pro Ser Ala Ser 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 767: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) T0P0U3GY: linear 

5 (xi) SEQUENCE DESCRIPTION: SBQ ID NO: 767: 

Ala Gin Arg Lys Lys Glu Met Val Leu Ser Glu Lys Val Ser Gin Leu 
15 10 15 

10 



15 (2) INFORMATION FOR SEQ ID NO: 768: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGrra: 17 amino acids 

(B) TYPE: amino acid 
20 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ to NO: 768: 

Met Glu Trp Thr Asn Lys Arg Pro Val lie Arg Met Asn Gly Asp Lys 
15 10 15 

25 

Ptie 



30 

(2) INFORMATION FOR SBQ ID NO: 769: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 
35 (B) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 769: 

Arg Arg Leu Val Lys Ala Pro Pro Arg Asn Tyc Ser Val lie Val Met 
40 1 5 10 15 

Phe Thr Ala Leu Gin Leu His Arg Gin Cys Val Val Cys Lys Gin Ala 
20 25 30 

45 Asp Glu Glu Phe Gin He Leu Ala Asn Ser Trp Arg Tyr Ser Ser Ala 
35 40 45 

Phe Thr Asn Arg He Phe Phe Ala 
50 55 

50 



(2) INFORMATION FOR SEQ ID NO: 770: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) hENCFm-. 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ XD NO: 770: 

60 
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Met Val Asp Phe Asp Glu Gly Ser Asp Val Phe Gin Met Leu Asn Met 
15 10 15 

Asn Ser Ala Pro Thr Phe He Asn Phe Pro Ala Lys Gly Lys Pro 
5 20 25 30 



10 



25 



35 



45 



(2) INFORMATION FOR SEQ ID NO; 771: 



(i) SEQOENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acicSs 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 771: 

Lys Arg Gly Asp Thr Tyr Glu Leu Gin Val Arg Gly Phe Ser Ala Glu 
15 10 15 

20 Gin He Ala Arg Trp He Ala Asp Arg Thr Asp Val Asn He Arg Val 
20 25 30 



He Arg Pro Pro Asn 
35 



(2) INFORMATION FOR SEQ XD NO: 772 



30 (i) SBQUEtKrE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 772 



Tyr Ala Gly Pro Leu Met Leu Gly Leu Leu Leu Ala Val He Gly Gly 
15 10 15 



Leu Val Tyr Leu Arg Arg Val He Trp Asn Phe Ser Leu He Lys Leu 
40 20 25 30 



Asp Gly Leu Leu Gin Leu Cys Val Leu Cys Leu Leu 
35 40 



(2) INFORMATION FOR SEQ ID NO: 773 



(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 773: 

55 Asp Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp 
15 10 15 



60 



Ser 
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(2) INFORMATIC»J FOR SEQ ID NO: 774: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOIOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 774: 

Cys Gin Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg Lys Glu Ser 
15 10 15 

Lys Asn Leu Asn 
20 



(2) INFORMATION FOR SEQ ID NO: 775: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 775: 

Val Leu Leu Val Ser Leu Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 776: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 776: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr lie Ser Leu lie Leu Ala Val 
15 10 15 

Gin lie Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 25 30 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 777: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LQXTTH: 90 amino acids 
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(B) TYPE: amino acid 
(D) TOPCJLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SBQ ID NO: 777: 

5 Pro Ala Ala Trp Asp Asp Lys Thr Asn lie Lys Thr Val Cys Thr Tyr 
15 10 15 

Trp Glu Asp Phe His Ser Cys Thr Val Thr Ala Leu Thr Asp Cys Gin 
20 25 30 

10 

Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg Lys Glu Ser Lys Asn 
35 40 45 

Leu Asn He Gin Gly Ser Leu Phe Glu Leu Cys Gly Ser Gly Asn Gly 
15 50 55 60 

Ala Ala Gly Ser Leu Leu Pro Ala Phe Pro Val Leu Leu Val Ser Leu 
65 70 75 80 

20 Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 

85 90 



25 (2) INFORMATION FOR SEQ ID NO: 778: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 143 amino acids 

(B) TYPE: amino acid 
30 (D) TOPOLOGY: linear 

(xi) SBQUEKKIE DESCRIPTION: SEQ ID NO: 778: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr He Ser Leu He Leu Ala Val 
15 10 15 

35 

Gin He Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 , 25 30 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Ser 
40 35 40 45 

Xaa Xaa Xaa Xaa Xaa Pro Ala Ala Trp Asp Asp Lys Thr Asn He Lys 
50 55 60 

45 Thr Val Cys Thr Tyr Trp Glu Asp Phe His Ser Cys Thr Val Thr Ala 
65 70 75 80 

Leu Thr Asp Cys Gin Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg 
85 90 95 

50 

Lys Glu Ser Lys Asn Leu Asn He Gin Gly Ser Leu Phe Glu Leu Cys 
100 105 110 

Gly Ser Gly Asn Gly Ala Ala Gly Ser Leu Leu Pro Ala Phe Pro Val 
55 115 120 125 

Leu Leu Val Ser Leu Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
130 135 140 



60 
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(2) INFORMATION FOR SEQ ID NO: 779: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) T.FMrrrH; 34 amino acids 

(B) lYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 779: 

10 Met Asn Ser Ala Ala Gly Phe Ser His Leu Asp Arg Arg Glu Arg Val 
15 10 15 

Leu Lys Leu Gly Glu Ser Phe Glu Lys Gin Pro Arg Cys Ala Ser Thr 
20 25 30 

15 

Leu Cys 



20 



35 



(2) INFORMATION FOR SEQ ID NO: 780: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 780: 

Thr He Tyr Pro Thr Glu Glu Glu Leu Gin Ala Val Gin Lys He Val 
30 1 5 10 ^5 

Ser He Thr Glu Arg Ala Leu Lys Leu Val Ser Asp 
20 25 



(2) INFORMATION FOR SEQ ID NO: 781 



(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEC^JENCE DESCRIPTION: SEQ ID NO: 781: 

45 Arg Ala Leu Lys Gly Val Leu Arg Val Gly Val Leu Ala Lys Gly Leu 
15 10 15 

Leu Leu Arg Gly Asp Arg Asn Val Asn Leu Val Leu Leu Cys 
20 25 30 

50 



(2) INFORMATION FOR SEQ ID NO: 782: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 782: 

60 
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Ala Leu Ala Ala Leu Arg His Ala Lys Trp Phe Gin Ala Arg Ala Asn 
15 10 15 

Gly Leu Gin Ser Cys Val lie He He Arg He Leu Arg Asp Leu Cys 
5 20 25 30 

Gin Arg Val Pro Thr Trp Ser 
35 

10 

(2) INFORMATION FOR SEQ ID NO: 783: 

(i) SE3^JENCE CHARACTERISTICS: 
15 (A) LENGTH: 17 amino acids 

(B) TXPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICN: SEQ ID NO: 783: 

20 Gly Asp Ala Leu Arg Arg Val Phe Glu Cys He Ser Ser Gly He He 
• 1 5 10 15 

Leu 

25 



(2) INFORMATION FOR SEQ ID NO: 784: 

30 (i) SEQUENCE CHARACTEEaSTICS : 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEC^JENCE DESCRIPTION: SEQ ID NO: 784: 

35 

Leu Ala Phe Arg Gin He His Lys Val Leu Gly Met Asp Pro Leu Pro 
1 5-10 15 



40 



45 



60 



(2) INFORMATION FOR SEQ ID NO: 785 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 342 amino acids 
. (B> TYPE: amino acid 
(D) TOPOLOGY: linear 
50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 785: 

Thr- He Tyr Pro Thr Glu Glu Glu Leu Gin Ala Val Gin Lys He Val 
1 5 10 • 15 

55 Ser He Thr Glu Arg Ala Leu Lys Leu Val Ser Asp Ser Leu Ser Glu 
20 25 30 



His Glu Lys Asn Lys Asn Lys Glu Gly Asp Asp Lys Lys Glu Gly Gly 
35 40 45 
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Lys Asp Arg Ala Leu Lys Gly Val Leu Arg Val Gly Val Leu Ala Lys 
50 55 60 

Gly Leu Leu Leu Arg Gly Asp Arg Asn Val Asn Leu Val Leu Leu Cys 
5 65 70 75 80 

Ser Glu Lys Pro Ser Lys Thr Leu Leu Ser Arg He Ala Glu Asn Leu 
85 90 95 

10 Pro Lys Gin Leu Ala Val He Ser Pro Glu Lys Tyr Asp lie Lys Cys 
100 105 110 



15 



Ala Val Ser Glu Ala Ala He He Leu Asn Ser Cys Val Glu Pro Lys 
115 120 125 

Met Gin Val Thr He Thr Leu Thr Ser Pro He He Arg Glu Glu Asn 
130 135 140 



Met Arg Glu Gly Asp Val Thr Ser Gly Met Val Lys Asp Pro Pro Asp 
20 145 150 155 160 

Val Leu Asp Arg Gin Lys Cys Leu Asp Ala Leu Ala Ala Leu Arg His 
165 170 175 

25 Ala Lys Trp Phe Gin Ala Arg Ala Asn Gly Leu Gin Ser Cys Val He 
180 185 190 

He He Arg He Leu Arg Asp Leu Cys Gin Arg Val Pro Thr Trp Ser 
195 200 205 



30 



Asp Phe Pro Ser Trp Ala Met Glu Leu Leu Val Glu Lys Ala He Ser 
210 215 220 



Ser Ala Ser Ser Pro Gin Ser Pro Gly Asp Ala Leu Arg Arg Val Phe 
35 225 230 235 240 

Glu Cys He Ser Ser Gly He He Leu Lys Gly Ser Pro Gly Leu Leu 
245 250 255 

40 Asp Pro Cys Glu Lys Asp Pro Phe Asp Thr Leu Ala Thr Met Thr Asp 
260 265 270 



45 



Gin Gin Arg Glu Asp He Thr Ser Ser Ala Gin Phe Ala Leu Arg Leu 
275 280 285 

Leu Ala Phe Arg Gin He His Lys Val Leu Gly Met Asp Pro Leu Pro 
290 295 300 



Gin Met Ser Gin Arg Phe Asn He His Asn Asn Arg Lys Arg Arg Arg 
50 305 310 315 320 

Asp ser Asp Gly Val Asp Gly Phe Glu Ala Glu Gly Lys Lys Asp Lys 
325 330 335 



55 Lys Asp Tyr Asp Asn Phe 
340 



60 (2) INFORMATICaJ FOR SEQ ID NO: 786: 
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(i) SEQUENCE CHARACTERISTICS: . 

(A) LQiGTH: 24 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQXJENCE DESCRIPTION: SEQ ID NO: 786: 

Met Gly Ser Gin His Ser Ala Ala Ala Arg Pro Ser Ser Cys Arg Arg 
15 10 15 

Lys Gin Glu Asp Asp Arg Asp Gly 
20 



(2) INFORMATION FOR SEQ ID NO: 787: 

(i) SBQOENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 787: 

Leu Leu Ala Glu Arg Glu Gin Glu Glu Ala He Ala Gin Phe Pro Tyr 
15 10 15 

Val Glu Phe Thr Gly Arg Asp Ser He Thr Cys Leu Thr Cys 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 788: 

(i) iSBQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 788: 

Gin Gly Thr Gly Tyc He Pro Thr Glu Gin Val Asn Glu Leu Val Ala 
1 5 10 15 

Leu He Pro His Ser Asp Gin Arg Leu Arg Pro Gin Arg Thr Lys Gin 
20 25 30 

Tyr Val 



(2) INFORMATION FOR SEQ ID NO: 789: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 789: 

Ala Arg Leu Asn Val Gly Arg Glu Ser Leu Lys Arg Glu Met Leu Lys 
15 10 15 
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Ser Gin Gly Val Lys Val Ser Glu Ser Pro Met Gly Ala Arg His Ser 
20 25 30 

Ser Trp Pro Glu Gly Ala Ala Phe Cys Lys Lys Val Gin Gly Ala Gin 
35 40 45 



Met Gin Phe Pro Pro Arg Arg 
50 55 



10 



(2) INFORMATION FOR SEQ ID NO: 790: 

15 (i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 15 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 790: 

20 

Ala Arg Leu Asn Val Gly Arg Glu Ser Leu Lys Arg Glu Met Leu 
15 10 15 



25 

(2) INFORMATION FOR SEQ ID NO: 791: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 791: 

Leu Lys Ser Gin oiy Val Lys Val Ser Glu Ser Pro Met Gly Ala Arg 
35 1 5 10 15 

His Ser Ser Trp 
20 

40 

(2) INFORMATION FOR SEQ ID NO: 792: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 792: 

50 Ala Phe Cys Lys Lys Val Gin Gly Ala Gin Met Gin Phe Pro Pro Arg 
15 10 15 

Arg 

55 



60 



(2) INFCfflMKriQN FOR SEQ ID NO: 793: 
<i) SBQUQJCE CHARACTERISTICS: 
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(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLCXSY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 793: 

Ala Phe Cys Lys Lys Val Gin Gly Ala Gin Met Gin Phe Pro Pro ,^^g 
1 5 10 15 



Arg 



(2) INFORMATION FOR SEQ ID NO: 794: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: lineair 

(xi) SEQUENCE DESCRIPTION: S3Q ID NC: 794: 

Val Gin Val Leu Glu Gin Leu Thr Asn Asn Ala Val Ala Glu Ser Arg 

Phe Asn Asp Ala Ala Tyr Tyr Tyr Trp Met Leu Ser Met Gin Cys I^u 
20 25 30 

Asp lie Ala Gin Asp 
35 



(2) INFORMATIGN FOR SEQ ID NO: 795: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 34 amino acids 

(B) TYPE: anaino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NC: 795: 

Pro Ala Gin Lys Asp Thr Met Leu Gly Lys Phe Tyr His Phe Gin .^Jrg 
15 10 15 

Leu Ala Glu Leu Tyr His Gly Tyr His Ala lie His Arg Eis Thr Glu 
20 25 30 

Asp Pro 



(2) INFORMATIGN FOR SEQ ID NO: 796: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 796: 

Leu Ala Lys Gin Ser Lys Ala Leu Gly Ala Tyr Arg Leu Ala Arg His 



wo 98/54963 PCT/US98/1 1 422 

745 



10 



15 



Ala Tyr Asp Lys I^u Arg Gly Leu Tyr He Pro 
20 25 



(2) INFORMATION FOR SEQ ID NO: 797: 

10 (i) SBQOENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) T5fPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 797: 



15 



25 



40 



50 



Ala Arg Phe Gin Lys Ser He Glu Leu Gly Thr Leu Thr He Arg Ala 
15 10 15 



Lys Pro Phe His Asp Ser Glu Glu Leu Val Pro Leu Cys Tyr Arg Cys 
20 20 25 30 



Ser Thr Asn Asn 
35 



<2) INFORMATION FOR SEQ ID NO: 798: 



(i) SEQUENCE CHARACTERISTICS: 
30 <A) LQX3TH: 73 amino acids 

(B) TXPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 798: 

35 Pro Leu Leu Asn Asn Leu Gly Asn Val Cys He Asn. Cys Arg Gin Pro 
15 10 15 

Phe He Phe Ser Ala Ser Ser Tyr Asp Val Leu His Leu Val Glu Phe 
20 25 30 



Tyr Leu Glu Glu Gly He Thr Asp Glu Glu Ala He Ser He A^ 
35 40 45 



Leu Glu Val Leu Arg Pro Lys Arg Asp Asp Arg Gin Leu Glu He Cys 
45 50 55 60 



Lys Gin Gin Leu Pro Asp Ser Cys Gly 
65 .70 



(2) INFDRMATIC»I FOR SEQ ID NO: 799: 



(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 799 



60 Met Pro Tyr Ala Gin Trp Leu Ala Glu Asn Asp Arg Phe Glu Glu Ala 
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10 



15 



Gin Lys Ala Phe His Lys Ala Gly Arg Gin Arg Glu Ala 
20 25 



(2) INFORMATION FOR SEQ ID NO: 800; 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 800: 

15 

Phe Ser Val His Arg Pro Glu Thr Leu Phe Asn He Ser Arg Phe Leu 
15 10 15 

Leu His Ser Leu Pro Lys Asp Thr Pro Ser Gly He Ser Lys Val Lys 
20 20 25 30 

He Leu Phe Thr 
35 



25 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuIe Ubis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 161 ,line N/A 



a IDENTIFICATION OF DEPOSIT Further deposits are idcnUfied on an additional sheet - 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit March 27, 1 997 



Accession Number 97979 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE O/the indiaaiom are natforaU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS Heave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specif the general natun of the indications. e.g, "Accession 
Number of Deposit'^ 



For receiving Office use only 



is sheet was recciv«d^tib^Ute^)f^{^ application 



Authorized officer 



0 4 m 1855 



For International Bureau use only 



□ 



This sheet was received by the International Bufcau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 



A. The indications made below relate to the microoi^ganism referred to in the description 
on page 162 .line N/A 



a IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet - 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1 997 



Accession Number 97974 



C ADDITIONAL INDICATIONS <7cave blank if not applicabte) This information is continued on an additional sheet 



D, DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the Int&cations are not for ail designmed States) 



E. SEPARATE FURNISHING OF INDICATIONS (ieavebkmJt if not applicable) 



The indications listed below will be submitted to the International Bureau later {specij^tke generainamn of the indications, e.g., "Accession 
Number of Deposit*^ 



For receiving Office use only 



This sheet was leceh^ with theilitcmational application 

' •.*'_^::vc:a)iot 



Authorized officer 



For International Bureau use only 



□ 



This shed was received by the International Bureau on: 



AiUhonzed officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 162 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit N4ay 29, 1 997 



Accession Number 209080 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the inmcaHons are ma for aU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS Oeave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e.g.. "Accession 
Number of Deposit'^ 



For receiving GfTice use only 



0 



This sheet was icsx^^^d^^^tMbctnternm application 



Authorized officer 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCX Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 164 Jine N/A 



R IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit December 3, 1 997 



Accession Number 2095 1 1 



C ADDITIONAL INDICATIONS fleave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for aU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS Heave blank if n<^ applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nantre of the indications, e.g,. ''Accession 
Number of Deposit'^ 



For receiving Office use only 



HThis sheet was rcccived.wtth the international application 
^•«wcr: Smith 



^^^W'l: .specialist 



Authorized officer . ; - --^ -Xt£'*^"'^''^ 



0 4 JUN m 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 



A. The indications made below relate to the microorganisni referred to in the description 
on page 167 .line N/A 



R IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 4. 1 997 



Accession Number 97975 



C. ADDITIONAL INDICATIONS fleave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (ifflie indications an not/or all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specif the general nature of the indications. e.g.. '*Accession 
Number of Deposit'*) 



For receiving Office use only 



This sheet was rccdVedwith theHntfiroational application 



Authorized officer 



G 4 m 1998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCX Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 167 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Mame of depositary institution 

American Type Culture Collection 



Address of depositary institution (including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit May 29, 1 997 



Accession Number 2090S1 



C- ADDITIONAL INDICATIONS (leave bUmk if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the indications are not for all designaed States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later (specify the general nature of the indications e g "Accession 
Number of Deposit**) 



For receiving Office use only 



0 



This sheet was received with the tntcmationat application 



Authorized offtcer 



G 4 j'JN 1998 



For international Bureau use only 



□ 



This sheet was received by the Intemattonai Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

{PCTRulel36/s; 



A. The indications made below relate to the microorganism referred to in the description 
on page 171 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are idenUficd on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1 997 



Accession Number 97976 



C, ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the mdicaOtm art not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (have blank if not a^licable) 

The indications listed below will be submined to the international Bureau later {^ci^ the general nature of the indications, e.g., "^Accession 
Number of Deposit'^ 



For receiving Office use only 



This sheet was received widi the iiitcrhattoifalS^plication 



AuUtorized ofTtccr 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCX Rule \3bis) 



A. The indications made below relate to the micFOorganism referred to in the description 
on page 172 ,line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet — 



Name of depositary institution 

American Type Cukure Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 4. 1 997 



Accession Number 97977 



C ADDITIONAL INDICATIONS (leave blank if not applicable} This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the indiatHons are not for aU designated Staies) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e,g., "Accession 
Number of Deposit'^ 



For receiving Office use only 



l>|This sheet was received A^ith th^jt^aa^^^ application 



SCia!l3t 



Authorized offtccr 



0 4 JUN /998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCX Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
onp^e 172 Jine N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet ^ 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of dqx>sit May 29, 1 997 



Accession Number 209082 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (i/the indications are norfaraU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS {leave blank if noi applicable^ 



The indications listed below will be submitted to the International Bureau later (specif the general nantre of the indication^ e.g.. "Accession 
Number of Deposit") 



For receiving Office use only , 



r\*i;niis sheet was received, wkh'theintematlanal application 



Authorized officer 



0 4 JUH 1998 



For international Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCX Rule i3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 176 ,line N/A 



B- IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet r 



Name of depositary institution 

American Type Culture Collection 



Address of depositaiy institution (including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 28, 1 997 



Accession Number 209007 



C* ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the indica^m are not for aUdedgnated States) 



E. SEPARATE FURNISHING OF INDICATIONS (lea>;e blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general namre of the indications, e.g.. "Accession 
Number of Deposit"^ 



For receiving Office use only , 



is sheet was received .with the mtcmational application 



Authorized officer 

0 4 JUN 1998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized o^icer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule I3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 176 ,linc N/A 



R IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Dale of deposit May 29, 1997 



Accession Number 209083 



C ADDITIONAL INDICATIONS fleave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (tfthe mmaaiom art not far aU designated Statei) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications. e.g.. "Accession 
Number of Deposit*^ 



For receiving Office use only 



□ This sheet was reoctvedydth th&infffnational application 

- '^rsrations 



Authorized officer 



0 4 JUN 1998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCTKuieUbb) 



A. The indications niade below relate to the microorganism referred to in the description 
on page 179 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 28, 1997 



Accession Number 209008 



C. ADDITIONAL INDICATIONS (leave blank tf not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the indications are not for ali designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later ispecijy the general nature of the indications, e g "Accession 
Number of DeposW^ 



For receiving Office use only 



□ 



This sheet was received with the international application 



Authorized officer 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuIeI3A«; 



A. The indications made below relate to the microorganism referred to in the description 
on page 179 ,Iine N/A 



a IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit May 29, 1997 



Accession Number 209084 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D, DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the imScations are not for ail designated Stata) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications. e.g.. "^Accession 
Number of Deposit"^ 



For receiving Office use only 



□ This sheet was leccivcd with OiS mteoa^onal application 
"'j^pscialist 



Authorized officer 



0 4 JUN 1998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized ofiicer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCX Rule \3bis) 



A. The indications made below relate to the microorganisin referred to in the description 
on page 180 Jinc N/A 



B. IDENTIFICATION OF DEPOSIT Fuither deposits are identified on an additional sheet r~; 



Name of depositary institution 

American Type Culture CoUection 



Address of depositary institution (including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of Ammca 



Date of deposit April 28, 1 997 



Accession Number 2090 1 0 



C ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D, DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE ftftheindiaaienM are natforatt designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {^ci^ the general nature of the indications. e.g. "Accession 
Number of Deposit"^ 



For receiving Office use only 



j""^ This sheet was received wiUi the international application 



Authorized officer 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized ofitcer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTlRnle Ubis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 180 .line N/A 



B. IDENTinCATION OF DEPOSIT Further deposits are identified on an additional sheet r-i 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and comUry) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit May 29, 1 997 



Accession Number 209085 



C. ADDITIONAL INDICATIONS Oeave blank if not explicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the ittdieadom are not for oil designated States) 



E. SEPARATE FURNISHING OF mDlCATlONS (leave blank if not applicable) 



The indications listed below will be submitted to the Intcrtiational Bureau later {specif the general namre of the indications, e.g., "Accession 
Number of Deposit*^ 



For receiving Office use only 



□ 



This sheet was received with the int 



" Ccarations 



Authorized officer 



0 4 M 1998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 182 .line N/A 



R IDENTIFICATION OF DEPOSIT Further deposits are idaitified on an additional sheet n 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 28, 1997 



Accession Number 209009 



C ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet — ^ 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the imScaiiom are not for aU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (l^ blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general namre of the imlications. e,g, "Accession 
Number of Deposit'^ 



For receiving Office use only 



□ 



This sheet was received with the international application 



Authorized officer 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCX Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 186 ,linc N/A 



R IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional ^eet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 28, 1997 


Accession Number 2090 1 1 


C. ADDITIONAL* INDICATIONS (leave blank i/not applicable) TTiis information is continued on an additional sheet — • 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE mheUuBcadom are not for aUdaignttted States) 



E. SEPARATE FURNISHING OF INDICATIONS flea^ blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {^>eci^ the ^neral nature of the indications, e.R, "Accession 
Number of Deposif^ 



For receiving OfRce use only 



13^ 



is sheet was received with thCintcmational application 

:. ; ■.._ip3ciaiist 
'.^;0-rC; Ccsrations 



Authorized officer 



0 4 JUN 1998 



For International Bureau use only 



□ 



This sheet was received by the international Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 174 .line N/A 



R IDENTIFICATION OF DEPOSIT Further dqjosits arc identified on an additional sheet m 



Name of depositaiy institution 

American Type Culture Collection 



Address of depositaiy institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 7, 1998 



Accession Number 209746 



C ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if ike tndicaiiom are not for aU designated States) 



E. SEFARATEVVUNlSHmG OF m^lCATlOm (leave blank not applicable) 



The indications listed below will be submitted to the International Bureau later {specif the general nature of the indications, e.g., "Accession 
Number of Deposit*^ 



For receiving Office use only 



sheet was leceivcd with the international application 



Authcmzcd officer 



0 4 JUN 1998 



For International Bureau use only 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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What Is Claimed Is: 

1 . An isolated nucleic acid molecule comprising a polynucleotide having a 
nucleotide sequence at least 95% identical to a sequence selected from the group 
consisting of: 

(a) a polynucleotide fragment of SEQ ID NO;X or a polynucleotide fragment of 
the cDNA sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ JD 
NO:X; 

(b) a polynucleotide encoding a polypeptide fragment of SEQ ID NO: Y or a 
polypeptide fragment encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(c) a polynucleotide encoding a polypeptide domain of SEQ ID NO: Y or a 
polypeptide domain encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(d) a polynucleotide encoding a polypeptide epitope of SEQ ID NO: Y or a 
polypeptide epitope encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(e) a polynucleotide encoding a polypeptide of SEQ ID NO: Y or the cDNA 
sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ED NO:X, 
having biological activity; 

(f) a polynucleotide which is a variant of SEQ ID NO:X; 

(g) a polynucleotide which is an allelic variant of SEQ ID NO:X; 

(h) a polynucleotide which encodes a species homologue of the SEQ ID NO: Y; 

(i) a polynucleotide capable of hybridizing under stringent conditions to any 
one of the polynucleotides specified in (a)-(h), wherein said polynucleotide does not 
hybridize under stringent conditions to a nucleic acid molecule having a nucleotide 
sequence of only A residues or of only T residues, 

2 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding a secreted protein. 

3 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding the sequence 
identified as SEQ ID NO: Y or the polypeptide encoded by the cDNA sequence included 
in ATCC Deposit No:Z, which is hybridizable to SEQ ID NO:X. 
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4 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises the entire nucleotide sequence of SEQ ID NO:X or 
the cDNA sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ID 
NO:X. 

5 . The isolated nucleic acid molecule of claim 2, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the N- 
terminus. 

6 . The isolated nucleic acid molecule of claim 3, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the N- 
terminus. 

7. A recombinant vector comprising the isolated nucleic acid molecule of 
claim 1. 

8. A method of making a recombinant host cell comprising the isolated 
nucleic acid molecule of claim 1 . 

9. A recombinant host cell produced by the method of claim 8. 

10. The recombinant host cell of claim 9 comprising vector sequences. 

11. An isolated polypeptide comprising an amino acid sequence at least 95% 
identical to a sequence selected from the group consisting of: 

(a) a polypeptide fragment of SEQ ID NO: Y or the encoded sequence included 
in ATCC Deposit No2; 

(b) a polypeptide fragment of SEQ ID NO: Y or the encoded sequence included 
in ATCC Deposit No:Z, having biological activity; 

(c) a polypeptide domain of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(d) a polypeptide epitope of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(e) a secreted form of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(f) a fiill length protein of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 



wo 98/54963 



PCT/US98/11422 



767 

(g) avariantofSEQIDNO:Y; 

(h) an allelic variant of SEQ ID NO: Y; or 

(i) aspecieshomologueof theSEQIDNO:Y. 

12. The isolated polypeptide of claim 1 1 , wherein the secreted form or the 
full length protein comprises sequential amino acid deletions from either the C-terminus 
or the N-terminus. 

1 3. An isolated antibody that binds specifically to the isolated polypeptide of 
claim 11. 

14. A recombinant host cell that expresses the isolated polypeptide of claim 

11. 

15. A method of making an isolated polypeptide comprising: 

(a) culturing the recombinant host cell of claim 14 under conditions such that 
said polypeptide is expressed; and 

(b) recovering said polypeptide. 

1 6. The polypeptide produced by claim 15. 

17. A method for preventing, treating, or ameliorating a medical condition, 
comprising administering to a mamnialian subject a therapeutically effective amount of 
the polypeptide of claim 1 1 or the polynucleotide of claim 1 . 

1 8. A method of diagnosing a pathological condition or a susceptibility to a 
pathological condition in a subject comprising: 

(a) determining the presence or absence of a mutation in the polynucleotide of 
claim 1; and 

(b) diagnosing a pathological condition or a susceptibiUty to a pathological 
condition based on the presence or absence of said mutation. 

19. A method of diagnosing a pathological condition or a susceptibility to a 
pathological condition in a subject comprising: 

(a) detennining the presence or amount of expression of the polypeptide of 
claim 1 1 in a biological sample; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or amount of expression of the polypeptide. 
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20. A method for identifying a binding partner to the polypeptide of claim 1 1 
comprising: 

(a) contacting the polypeptide of claim 1 1 with a binding partner, and 

(b) determining whether the binding partner effects an activity of the 
polypeptide. 

2 1 . The gene corresponding to the cDN A sequence of SEQ ID NO: Y. 

22. A method of identifying an activity in a biological assay, wherein the 
method comprises: 

(a) expressing SEQ ID NO:X in a cell; 

(b) isolating the supernatant; 

(c) detecting an activity in a biological assay; and 

(d) identifying the protein in the supernatant having the activity. 

23. The product produced by the method of claim 22. 
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